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ITpttKa3 ,n:11peKTopa 
HOOO «He3as11c11Ma.SI rra6oparnp11.SI HHBHTPO» 
N2109 OT 07.06.2023 

IIPABHJIA 
npoBe)J;eHHH pe1rnaMHOH aKU,HH 

«CKH,!J;Ka 21%noKynaTeJIHM21vek.by» 
(,n:arree no TeKcTy- I1pas11rra) 

<!JopMa 4 

HacTo.Sirn;tte I1pas11rra onpe,n:err.SIIOT nop.SI,n:oK npose,n:eHtt.SI peKrraMHoif aKu;1111: «CKH,!J;Ka 21 % 
noKynaTeJIHM 21vek.by» (.n:arree - AKUH.SI), npoBO,UHMOH B u;err.SIX CTHMyrrttpOBaHH.SI cnpoca Ha 
Me.n:ttUHHCKHe ycrryrn HOOO «He3aBHCHMa.SI rra6oparnpH.SI HHBHTPO». 

1. Hml>0pMau,uH 06 OprauH3aTope AKu,uu. 

HauMeuosauue oprauu3au,uu 
I1HOCTpaHHOe o6rn;eCTBO c orpaHHlfeHHOH OTBeTCTBeHHOCTbIO 
«He3aBHCHMaSI rra6oparnp11SI I1HBI1TP0» (.n:arree - KoMnaHH.SI) 

IOpu,!1;H'lecKHH a,!1;pec Pecny6rr11Ka Eerrapych, 220063, r. MttHCK yrr. EpttKeTa, ,n:. 30, 
Ilo'ITOBLIH a,!J;pec noMern;eHtte N2 202, a,n:MHHHCTpaTHBHoe noMern;eHHe N2 202-8 
YHII 191121513 
OKIIO 378706295000 
)lupeKTOP I1arr11H: ITaserr H11Korraes11q 

AKU:H.SI nposo,n:HTC.SI OpraHH3aTOpoM aKU:HH cosMeCTHO c 000 «TpttoBHCT» (220020, MHHCK, np. 
I106e,n:11TerreH:, 100, ocp. 203, YHIT N2 190806803). 

2. HauMeuosauue peKJiaMuoH: AKu,uu: «CKH,!J;Ka 21%noKynaTeJIHM21vek.by». 
3. TeppHTopuH npose)J;euuH AKU,HH. 
AKU:H.SI nposo,n:ttTC.SI Ha Tepp11Top1111 Pecny6rrHKH Eerrapych B OT,n:erreHH.SIX Me,n:11u;11HcKoro 

o6crry)KHBaHH.SI KOMnaHHH HHBHTPO (.n:arree - OMO «I1HBI1TP0»), OKa3bIBa10rn;11M Me,n:11u;11HcK11e 
ycrryrn HacerreHttIO no.n: TosapHbIM 3HaKOM l1HBI1TPO® 11 INVITRO® Ha ocH0BaH1111 Jrna;eH3HH Ha 
COOTBeTCTBYJOrn;HH BH,U Me,UHU:HHCKOH ,n:eSITeJibHOCTI:f, pacnOJIO)KeHHbIX no a,n:pecaM: 

3 .1. r. MttHCK, yrr. E.I1orrou;1<0H:, 1-113; 
3.2. r. MttHCK, yrr. Cepre.SI EceHHHa, 36, noM. lH; 
3.3. r. MttHCK, yrr. KyHu;esrn;ttHa, 27-122a, noM. 4; 
3.4. r. MttHCK, np-T. He3aBttCHMOCTH, 181-lH; 
3.5. r. MHHCK, yrr. C1<pb1raHosa, 46, noM. 488; 
3.6. r. MHHCK, np-T. I1apTH3aHCKHH, 107, noM. 11; 
3.7. r. MttHCK, np-T. PoKoccoscKoro, 5/1-190; 
3.8. r. MHHCK, yrr. CyxapescKaSI, 46-299; 
3.9. r. MHHCK, I1ryMeHCKHH TpaKT, 16E-3; 
3.10. r. MHHCK, np-T. I106e,n:11TerreH:, 127-272; 
3.11. r. MHHCK, yrr. CypraHOBa, 88 - 169; 
3.12. r. MttHCK, np-T ra3eTbI «3B.SI3,Ua», 23-145; 
3.13. r. MHHCK, yrr. EpttKeTa, 30-103; 
3.14. r. MHHCK, yrr. CepreSI EceHHHa, 60-5; 
3.15. r. MttHCK, JloroifcKHH TpaKT, 25/1-lH; 
3.16. r. MHHCK, np-T. He3aBHCHMOCTtt,109-2H; 
3 .17. r. MHHCK, yrr. JleH:TeHaHTa Km1<esarnsa, 7 /2-220; 
3.18. r. MHHCK, yrr. ITpttTbIIJ;Koro, 97-461; 
3.19. r. MHHCK, yrr. M.TaHKa, 4-16; 
3.20. r. MttHCK, np-T. I1apTtt3aHCKHH, 54-17; 
3.21. r. MHHCK, np-T He3as11c11MOCTH, 40-128; 
3.22. r. MHHCK, yrr. r. lllttpMbI, 7-114; 
3.23. r. MttHCK, yrr. Mornrresc1<aSI, 14-137; 
3.24. EpecTcKa.SI o6rr., r. EapaHOBHtIH, yrr. JleHttHa, 6-3; 
3.25. B11Te6cKaSI o6rr., r. Oprna, yrr. I1BaHa qepHSIXOBCKoro, 7a-2; 
3.26. MttHCKaSI o6rracTb, r. Corr11ropcK, 6yrrhBap lllaxTepos, 34, 2 :na)K; 



3.27. EpecrcKa51 o6n., r. Epecr, yn. Kyif6bIIlleBa, 9-2; 

3.28. EpecrcKa51 o6n., r. Epecr, yn. CyBopoBa, 63-76; 

3.29. MHHCKaSI o6rr., r. Crry11K, yrr. M. Eor.naHOBHiia, 3-3; 

3.30. fpo,n:HeHCKa51 o6JI., r. JIH,n:a, 6-p KH.SI3SI fe,n:HMHHa, 12-1; 

3.31. r. BHre6cK, yrr. KoMMYHMcrw1ecKaSI, 23-25; 
3.32. r. BHre6cK, np-r MocKOBCKHH, 103-183; 
3.33. EpecrcKaSI o6rr., r. IlHHCK, yrr. IlepBoMaiicKasi, 22a; 

3.34. EpecrcKa.SI o6rr., r. Ko6pMH, yrr. IlylllKMHa, 2-2; 
3.35. MHHCKasi o6rr., r. EopHCOB, np-r PeBomo11HH, 52/1; 

3.36. MHHCKa.SI o6rr.,r. Morro.z:i;eqHo,yrr. BerrHKHH focrHHe11, 72, noM. 65(N2 65-5, 65-6),66; 
3 .3 7. MHHCKa.SI o6rr., r. )l(o,n:MHO, yrr. rarap:irna, 5/1-1; 
3.38. fpo.z:i;HeHcKaSI o6JI., r. fpo,n:Ho, yrr. IlylllKHHa, 35-71; 
3.39. fpo.z:i;HeHcKa.SI o6rr., r. fpo.z:i;Ho, yrr. BerrHKaSI 0JihlllaHKa, 17-3; 
3.40. fpo.z:i;HeHcKasi o6rr., r. fpo.z:i;Ho, np-r 51HKM KynarrbI, 69-82; 

3 .41. BHre6c1<asi o6rr., r. IlorronK, yrr. IlylllKHHa, 20-7; 
3.42. Bttre6c1<asi o6rr., r. H0Bonorro11K, yrr. Mo110.ne)I<Ha.SI, 205-57 (K.1-11); 

3.43. EpecrcKasi 0611., r. Epecr, yrr. MocKOBCKasi, 247-109; 
3.44. MornrreBcKaSI o6rr., r. MornrreB, y11. IlttoHepcKasi, 29-12; 
3.45. foMeJibCKaSI o6rr., r. f0Me11b, yrr. EapbIKHHa 86-136; 
3.46. foMerrbcKaSI o6rr., r. Mo3bipb, 6-p lOHocrH,52-2; 
3.47. BHre6cKa.SI o6rracTh, r. Opllla, y11. B. JleHHHa 19-8. 
3.48. r. MHHCK, np-r I106e,n:Mre11eif, 73/1-4H, noM. 4H-2 - 4H-15 

3.49. r. MornJieB, IlIMM,n:ra, 54A-195 

3.50. Morn11eBcKasi 0611., r. Eo6pyiicK, y11. Y11b5IHOBCKa5l, 49-844 
3 .51. r. MHHCK, y11. I1ocmpa )l(MHOBI:Prn, 22-101 

3.52. r. MHHCK, np. ,z:i:3ep)lmHcKoro, 123-550 
3.53. r. MMHCK, np. ,z:i:3ep)KHHcKoro, 94-456 
3.54. foMeJibCKasi o6rr., r. f0Me11b, y11. Ma3ypoBa, 25-82 

4. CpoK11 npose~eum1 A1\:11111111 pem11M pa6oTLI OMO «lIHBlITPO». 
4.1. CpoK npoBe.z:i;eHM51 AKnMH: c 10.06.2023 no 10.07.2023 BKmoqHre11bHO. 

4.2. CpoK .neH:crBM.SI KynoHa: c 10.06.2023 no 10.07.2023 BKmoqHre11bHO. 
4.3. CpoK BbI,n:aqM KynoHOB: c 10.06.2023 no 30.06.2023 
4.4. OpraHH3arop ocraB11.Sier 3a co6oif npaBo H3MeHeHHSI cpoKoB npoBe,n:eHH.SI AKllMM, o qeM 

YqacrHHK AKllHH 6y,ner HHcpopMHpoBaH .nonorrHHTe11hHO cornacHo pa3.z:i;erry 6 Hacrom11Hx IlpaBHJI. 
4.5. Pe)KlfM pa6oThI OMO «I1HBI1TP0» MmKHO Y3HaTh Ha caH:re www.invitro.by HJIH no 

rerrecpoHaM cnpaBoqHoif CJIY)K6hI KOMnaHHM: 8 (017) 222-21-31 (3BOHOK 6ecn11aTHhIH co BCex 

cra11MoHapHbIX re11ecpoHOB Pecrry6JIMKM Ee11apycb), KopoTKMii HOMep 7807 (,n1151 a6oHeHTOB Al, MTC, 
Life). 

5. YqacTHllKll AK111111. 
B AKnMM Moryr rrpMH.SITh yqacrHe coBepllleHHOJieTHHe .neecrroco6Hhie cpH3MqecKHe 11tt11a, 

HeCOBepllleHH011eTHMe cpM3IfqecKMe 11Mna, 3MaHCHIIMpOBaHHhie B ycraHOB11eHHOM 3aKOHO.z:i;are11hCTBOM 

Pecrry611HKM Ee11apycb rrop.SI.z:i;Ke, He,neecrroco6Hhie H11M orpaHMqeHHO .neecrroco6Hhie cpM3MqecKMe 11H11a c 
o6.SI3aTe11bHbIM rrpHCYTCTBMe CBOMX 3aKOHHhIX rrpe.ncraBHTerreii, a TaK)Ke HeCOBepllleHH011eTHHe 11Hlla c 
o6.SI3aTe11hHhIM npHCYTCTBHeM CBOMX 3aKOHHhIX npe.ncraBHTe11eii HJIM c MX corrracM.SI, norryqeHHOro B 
ycraHoB11eHHoii cpopMe B cooTBercTBMM c 3aI<0Ho.z:i;are11bCTBOM Pecrry611MKM Ee11apycb, Ha yc110BM.SIX, 
npe.nycMorpeHHhIX Hacro.SIIIIHMH ITpaBH11aMM, .SIBJI.SIIDIIIMec.SI: rpa)l<.naHaMH Pecny611HKH Ee11apych, 
HHOCTpaHHhIMH rpa)K)J;aHaMH, JIHI1aMH 6e3 rpa)l<;:J;aHCTBa, norryqHBllllfMH pa3pellleHHe Ha nOCTO.SIHHOe 
rrpm1mBaHHe B Pecny6rrHKe Ee11apych (BM;:J; Ha )KMTeJihCTBO ), .no6poBOJihHO H3'h.SIBHBlllHe )KerraHHe 
yqacrH.SI B AKllHH (.narree - «YqacrHHKH AKllHH») B nop.SI,n:Ke, YKa3aHHOM B pa3,nerre 7 HaCTO.SIIIIHX 
ITpaBHJI. 

ITa11HeHr - cpH3HqecKoe JIHllO, norryqa10111ee Me;:J;HllHHCKHe H conyrcTBYIOIIIHe c HHMH ycrryrH. 
Ila11MeHT MO)l<er BhicrynaTh B KaqecTBe YqacTHHKa AKnHM, B nop.SI.z:i;Ke, yKa3aHHOM B pa3,nerre 7 

HaCTO.SIIIIHX IlpaBM11. 
3aKOHHhIH npe.ncraBMTeJih - po,n:HrerrH, ychIHOBHTeJIH (y,noqepHrerrH), oneI<yH, noneqHrerrh, a 

raK)l<e opraHH3anM.SI, Ha noneqeHHH Koropoii Haxo.z:i;HTC.SI na11HeHr. 



IJo OKOHt.IamUI BbIIIOJIHemrn: na6opaTOpHbIX HCCITe.IJ:OBaHHH pe3yITnTaTbl na6opaTOpHbIX 
HCCne.n:oBaHHH He.n:eecrroco6HbIX ITHIJ Bbl.IJ:aIOTCH HX 3aKOHHbIM rrpe.n:cTaBHTenHM, BbICTynaIOIIJHM 
3aKa3qHKaMH rrpH 3aKa3e na6opaTopHbIX Hccne.n:osaHHM. 

6. Ilop.H.l1.0K H cnoco6 HH<l>opMHpoBaHH.H Y'laCTHHKOB AKQHH 06 ycJioBu.nx u cpoKax ee 
npone,neHHH. 

6.1. HmpopMaIJHIO 06 AKIJHH YqacTHHKH MoryT rrorryqHTh qepe3 crre,11,yIOIIJHe ncToqHHKH: 
6.1.1. KpaTKHe ycnoBHH AKIIHH pa3MeIIJaIOTCH Ha HHcpopMaIJHOHHhIX cTeH)J,ax B OMO 

«HHBHTPO» rro a.npecaM, yKa3aHHhIM B pa3,l1,erre 3 HaCTOHllJHX ITpaBHrr; 
6.1.2. I1o.n:po6Hbie ycnomrn AKIJHH MmKHO yrnqHHTh y a.n:MHHHCTparnpos OMO «HHBHTPO» 

B Mecrnx npose.n:eHHH AKIJHH; 
6.1.3. no TerrecpoHaM cnpaBoqHoM crry:>I<6bI HHBHTPO: 8 (017) 222-21-31 (3BOHOK 6ecrrrraTHbIM 

co scex CTaIJHOHapHbIX TerrecpoHOB Pecrry6rrHKH Eerrapych ), KopoTKHM HOMep 7807 (,nrrH a6oHeHTOB A 1, 
MTC, Life), a TaK)I(e Ha caH:Te 11HBl1TPO B ceTH 11HTepHeT no a.n:pecy www.invitro.by; 

6.2. B cnyqae .n:ocpoqHoro rrpeKpaIIJeHHH AKIJHH HHcpopMaIJHH 06 ::noM 6y.n:eT orry6rrHKOBaHa 
OpraHH3aTopoM AKIJHH Ha caliTe www.invitro.by. 

7. IlopH}J.OK yqacTHH B A1n.1,uu. 
7.1. ,[(rrH yqacTHH B AKIJHH YqacTHHKY AKIJHH Heo6xo.n:HMO B rrepH0,11, c 10.06.2023 rro 

10.07.2023 BKJIJOqHTeJibHO o6paTHThCH B OMO «HHBHTPO», yKa3aHHhie B pa3,nerre 3 HaCTOHIIJHX 
rrpaBHJI, B MOMeHT o6paIIJeHHH OMO e,11,HHOBpeMeHHO 3aKa3an, BbIIIOJIHeHHe rra6oparnpHbIX 
HCCJie,11,0BaHHM, H rrpe,11,'hHBHTb KYIIOH B ::meKTpOHHOM BH)J,e B 0)1,HOM H3 CJie,11,yIOIIJHX cpopMaTOB: Adobe® 
PDF®, jpg, jpeg (HJIH cpornrpacpHIO B TerrecpoHe) a,11,MHHHCTpaTopy OMO «HHBHTPO» Ha pa3osy10 
CKH,11,KY s pa3Mepe 21 % (.n:sa.n:uaTH O)J,Horo rrpoueHrn) (rro cpopMe, yKa3aHHoli B I1pHJIO)KeHHH N!::!l K 
HaCTOHIIJHM rrpaBHJiaM) OT CTOHMOCTH rra6opaTOpH:bIX HCCJie.IJ:OBaHHM (3a HCKJIJOqeHHeM rra6opaTOpHbIX 
Hccrre.n:osaHHM, YKa3aHHhIX B I1pHJIO)KeHHH N!:!l K HaCTOHIIJHM ITpaBHrraM), rrorryqeHHhIM B pe3yrrhTaTe 
sr,morrHeHHH .n:elicTBHM, YKa3aHHhIX B rr. 7.2. HaCTOHIIJHX ITpasHrr, H e.n:HHOBpeMeHHO 3aKa3aTb 
BbIIIOJIHeHHe rra6opaTOpHbIX HCCJie.IJ:OBaHHli. 

7.2. ,[(rrH rrorryqeHHH YqacTHHKaMH AKIJHH KyrroHa B ::meKTpOHHOM BH.IJ:e B O.IJ:HOM H3 
crre,11,yIOIIJHX cpopMarns: Adobe® PDF®, jpg, jpeg Ha pa3osy10 CKH.IJ:KY B pa3Mepe 21 % OT CTOHMOCTH 
rra6opaTOpHbIX HCCJie.IJ:OBaHHM (3a HCKJIJOqeHHeM rra6opaTOpHbIX HCCJie)J,OBaHHM, YKa3aHHbIX B 
I1pHJIO)KeHHH N!:! 1 K HacTOHIIJHM ITpaBHJiaM) Heo6xo.n:HMO BhIIIOJIHHTh crre.n:yIOIIJHe ,11,elicTBHH: 

7 .2.1. CosepnrnTh rroKyrrKy Ha rr106y10 cyMMY B HHTepHeT-Mara3HHe 21 vek. by (06IIJecrno c 
orpaHHqeHHoli orneTCTBeHHOCThIO «TpHOBHCT», YHIT N!:!l90806803) c 10 HIOHH 2023 rro 30 HIOHH 2023 
r. 

7.2.2. ITorryqHTb KYIIOH Ha CKH,11,KY B pa3Mepe 21 % OT CTOHMOCTH rra6opaTOpHbIX HCCJie.IJ:OBaHHM (3a 
HCKJI10qeHHeM rra6oparnpHbIX Hccrre.n:osaHHH, YKa3aHHbIX B I1pHrrmKeHHH 1 K HaCTOHIIJHM ITpaBHrraM) B 
3JieKTpOHHOM BH.IJ:e B o.n:HoM m crre.n:y1011JHX cpopMaTOs: Adobe® PDF®, jpg, jpeg, Ha 3JieKTpOHHyIO rroqTy, 
YKa3aHHYIO rrpH COBeprneHHH IIOKYIIKH B HHTepHeT-Mara3HHe 21 vek. by( c KOTOpoli ocpopMJI5IJIC5I OHJiaMH-
3aKa3) Ha crre.n:yIOIIJHM .n:eHh rrocrre ocpopMJieHHH 3aKa3a, KJIHeHTaM, IIO.IJ:IIHCaHHbIM Ha peKJiaMHYIO 
paccbrnKy 21 vek. by. KyrroHhI Ha CKH.IJ:KY B HHBHTPO OTrrpasrrHeT 06IIJecrno c orpaHHqeHHoli 
orneTcrneHHOCTbIO «TpHOBHCT», YHIT N!:! 190806803. 

7.3. CToHMOCTb ycrrym B3HTHH 6HorrorHqecKoro MaTepHarra y YqacTHHKa AKIJHH, a TaK)Ke 
pacxo.z:r;HhIX MaTepHaJIOB .z:r;m1 BbIIIOJIHeHHH 3aKa.3aHHOrO KOMIIJieKca Jia6opaTOpHbIX HCCJie.z:r;oBaHHH 
orrrraqHsaeTCH YqacTHHKOM AKIJHH OT,11,eJihHO ITO CTOHMOCTH, YKa3aHHOH B yrnep)K.IJ:eHHOM rrpelicKypaHTe 
OMO «HHBHTPO». 

7.4. HaqHcrreHHe H crrHcaHHe 6oHycHbIX py6rreli HHBHTPO B paMKax ITporpaMMhI 
«3,11,0pOBblll K3IllfoK» rrpH 3aKa3e rra6opaTOpHbIX HCCJie)J,OBaHHM B rrepHO)J, rrpose,neHHH AKIJHH He 
rrpoHcxo.n:HT. YqacTHHKH rrporpaMMhI «3,11,0pOBhIM K3rn63K», BhIIIOJIHHBIIrne ycrroBHH AKIJHH, He cMoryT 
pacrrrraqHsaThCH 6oHycHbIMH py6rrHMH HHBHTPO 3a 3aKa3aHHhIM B paMKax HaCTOHIIJeli AKIJHH Ha6op 
rra6opaTOpHbIX liCCJie)J,OBaHHH. 

7.5. PemcTpaIJHH YqacTHHKOB AKIJHH rrposo,n:HTCH B OMO «HHBHTPO», YKa3aHHhIX B 
pa3.n:erre 3 HaCTOHllJHX ITpaBHJI, Herrocpe,11,CTBeHHO B .n:eHh HX o6paIIJeHH5I rryTeM BHeceHHH cse.n:eHHH 06 
YqacTHHKe AKIJHH: cpaMHJIHH, HMeHH, oTqecTBa, )1,aThI pmK)J,eHHH B 3JieKTpOHHyIO cHcTeMy, 
ocyIIJeCTBITHIOllJyIO yqeT 3aKa30B Me.IJ:HIIHHCKHX ycrryr B OMO «11HBl1TP0». 

7.6. YqacTHHKH AKIJHH o6H3aHbI BhIIIOJIHHTh rrpe,nsapnTeJibHbie ycrroBHH rro.n:roTOBKH K 
rra6oparnpHbIM nccrre)J,oBaHHHM (.narree - «IlopH,11,0K rro,11,rOTOBKH» ), YKa3aHHbie Ha caliTe www.invitro.by 
B pa3,l1,erre «AHaJIH3bI» - «Ilo,11,roTOBKa K aHaJIH3aM». YKa3aHHYIO HHCpOpMaIJHIO TaK:>I<e MO:>I<HO rrorryqHTb 



no rerrecpoHaM crrpaBoqHoH CJIY)l<6hI I1HBI1TPO: 8 (017) 222-21-31 ( 3BOHOK 6ecnrraTHhIH co Bcex 

crnuHoHapHbIX Terre¢oHOB Pecny6rrHKH Eerrapych); KoporK11if HOMep 7807 (.n:mr a6otteHTOB Al, MTC, 
Life). 

Heco6mo.n:eHHe Tiop51.n;Ka no.n;roTOBKH MmKeT noBJIH51Th Ha pe3yJihTaTbI Hccne.n;oBamrn: 
6HoMaTepHana Y'IaCTHHKOB AKIJ;HH. 

7.7. CpoK BhIITOJIHeHH51 rra6opaTopHbIX HCCJie.n;oBaHHH )l;JI51 Y'IaCTHHKOB AKIJ;HH yKa3bIBaeTC5J ,B 
C'IeT-3aKa3e c HH.[J;HBH.D;YaJibHbIM HOMepoM 3aKa3a (.n;anee - I1H3) npH ocpopMJieHHH 3aKa3a. YKa3aHHbIH 
cpoK He BKJIIO'IaeT .n;eHb Henocpe.n;crneHHoro B351TH51 6HonornqecKoro MaTepHana B OMO «I1HBI1TP0». 

7.8. no OKOH'IaHHH BbII10JIHeHH51 na6opaTOpHbIX HCCJie.D;OBaHHH Y'IaCTHHKaM AKIJ;HH BbI.[J;aIOTC51 
pe3ynhTaThI aHaJIH30B, B nop51.D;Ke, YKa3aHHOM B pa3.n;ene 8 HaCT051IIJ,HX TipaBHJI. 

8. IIopH,Ll;OK DOJiyqeHHH pe1yJihTaTOB JiaoopaTOpHbIX HCCJIC,UOBaHHH. 

8.1. Tiony'IHTb pe3yJibTaTbI na6opaTOpHbIX HCCJie.D;OBaHHH (aHaJIH30B) MO)I<HO: 
8.1.1. no TerrecpoHaM cnpaBO'IHOH cny:>K6bI I1HBI1TPO: 8(017)222-21-31 (3BOHOK 6ecnJiaTHbIH 

co Bcex crnuHoHapHbIX TenecpoHOB Pecny6JIHKH Berrapych ), KopoTKHH HOMep 7807 (.n;n51 a6oHeHTOB A 1, 
MTC, Life), Ha3BaB onepaTopy cpaMHJIHIO, HM51, OT'Iecrno, I1H3 H KO)l;OBoe cnoBo, yKa3aHHOe Y'IaCTHHKOM 
AKuim rrpH perncTpaIJ;HH 3aKa3a B OMO «I1HBI1TP0». 

8.1.2. B OMO «I1HBI1TP0», YKa3aHHbIX B pa3.n;ene 3 HaCT051IIJ,HX TipaBHJI; 
8.1.3. B «JlH'IHOM Ka6HHeTe» Ha cail:Te www.invitro.by. 
«JlH'IHbIH Ka6HHeT» - pecypc, )l;OCTyn K KOTOpOMY ocymecTBJI51eTC51 qepe3 ny6JIH'IHbie KaHaJibI 

nepe.n;a'IH .n;aHHbIX I1HTepHeT, KOTOpbIH no3BOJI51eT YqacTHHKY AKIJ;HH ocymecTBJI51Tb .n;ocTyn K 
onpe.n;en51eMoMy BJia.n;eJibIJ;eM pecypca nepe'IHIO cpyHKIJ;HH (B 'IHCJie npoqero npe.n;nonaraIOIIJ,HX 
B03MO)KHOCTb 03HaKOMJieHH51 Y'IaCTHHKa AKIJ;HH c pe3yJibTaTaMH Hccne.n;oBaHHH), HanpaBneHHbIX Ha 
onTHMH3aIJ;HIO nop51.LJ:Ka npe.n;ocrnBJieHH51 Me)l;HUHHCKHX ycnyr Y'IaCTHHKY AKIJ;HH. 

).J,JI5I nony'IeHH51 pe3yJibTaTOB na6opaTOpHbIX HCCJie)l;OBaHHH Heo6xo.n;HMO Ha cail:Te 
www.invitro.by, B pa3.n;ene «JlH'IHbIH Ka6HHeT» 3anoJIHHTb ofor3aTeJibHbie nOJI51: HOMep 3aKa3a (I1H3), 
.n;arn pmK.n;eHH51, cjJaMHJIH51 Y'IaCTHHKa AKUHH (nauHeHrn). ).J,mr npocMOTpa pe3yJibTaTOB na6oparnpHbIX 
HCCJie)l;OBaHHH B «IlH'IHOM Ka6HHeTe» (npH OTCYTCTBHH perncTpauHH B IlH'IHOM Ka6HHeTe Y'IaCTHHKa 
AKIJ;HH) Heo6xo.n;HMO BBeCTH 9-3Ha'IHbIH KO)]; I1H3, KOTOpbIH YKa3aH Ha C'IeT-3aKa3e. Ko.n; I1H3 TaK)Ke 
npHXO.lJ;HT no CMC-coo6111eHHIO, B crryqae, ecrrH Y'IaCTHHK AKIJ;HH npe.n:ocTaBHJI HOMep M06HJibHoro 
TenecpoHa npH 3aKa3e Hccne.n;oBaHHH B OMO «I1HBI1TP0» H .n:an cBoe HHcpopMHpoBaHHoe cornacHe Ha 
o6pa6oTKY ero nepcoHanbHbIX .n;aHHbIX .n;mr YKa3aHHhIX ueneit EcnH Ko.n; I1H3 He H3BecTeH, HO YI<a3aHo 
Ko.n;oBoe cnoBo npH 3aKa3e Hccne.n;oBaHHM - Y'IaCTHHK AKuHH BnpaBe no3BOHHTh no TerrecpoHaM 
crrpaBO'IHOH cny)K6h1 I1HBI1TPO: I<opoTKHM HOMep 7807 (.n;n51 a6oHeHTOB Al, MTC, Life), 8 (017) 222-
21-31(3BOHOK6ecnnaTHhIH co Bcex CTaIJ;HOHapHbIX TenecpoHOB Pecrry6nHKH Benapych) H nony'IHTh I<o.n; 
I1H3, Ha3BaB I<o.n;oBoe cnoBo H HHhie cBe.n;eHH5I no 3anpocy oneparnpa. B cnyqae, ecnH YqacTHHK aKIJ;HH 
(rrauHeHT) Y)Ke 3aperncTpHpOBaH B «IlH'IHOM Ka6HHeTe», TO )J;JI5I nony'IeHH5I pe3yJihTaTOB HCCJie.n;oBaHHH, 
B «IlH'IHOM I<a6HHeTe» nauHeHTY Heo6xo.n;HMO BBeCTH CBOM E-mail HJIH TenecpoH, a TaK)Ke naporrh, 
KoTOpbIH YqacTHHK AKUHH (nauHeHT) ycrnHaBJIHBaeT caMOCTOHTeJihHO. 

8.2. Ilony'IHTh pe3yJihTaThI na6opaTOpHbIX HCCJie.D;OBaHHH MO)KHO TaK)Ke: 
8.2.1. no a.n;pecy 3JieKTpOHHOH no'IThI, YI<a3aHHOM Y'IaCTHHKOM AKUHH npH perncTpauHH 3aI<a3a, 

H BHeceHHOMY a.n;MHHHCTparnpoM OMO «I1HBI1TP0» B 3JieI<TpOHHYIO CHCTeMy perncTpauHH 3aKa3a. B 
3TOM cnyqae pe3ynhTaThI na6opaTopHhIX Hccne.n;oBaHHH OTnpaBJI5IIOTC5I Yt.mcTHHKY AKUHH 
aBTOMaTH'IeCKOH CHCTeMOM )l;OCTaBKH pe3yJihTaTOB (C).J,P) 6e3 yqacTH5I nauHeHTa c MOMeHTa IIOJIHoro 
na6opaTOpHoro HCCJie)l;OBaHH5I, cornacHO 3a5IBJieHHhIM cpoI<aM. Pe3yJihTaTbl na6opaTOpHbIX HCCJie)J;OBaHHH 
co.n;ep)KaTcH B coo6111eHHH B BH.n;e BnmI<eHHoro cpail:na B cpopMaTe Adobe® PDF® H 5IBJI5IIOTC5I TO'IHOM, 
HeH3MeH5IeMOH 3JieKTpOHHOH KOnHeM 6yMmKHhIX 6JiaHKOB c pe3ynhTaTaMH na6opaTOpHbIX HCCJie.n;oBaHHH. 

Tiepe.n;aqa coo6IIJ,eHH51 51BJI5IeTC5I CJIO)KHbIM MHOf03TanHbIM npoueccoM, a 3JieKTpOHHa5I nO'ITa He 
MO)KeT C'IHTaThC5I TpaHcnopTOM coo6111eHHH co 100% rapaHTHeH )J;OCTaBKH. l1cxo.n;5I H3 npaKTH'IeCKOro 
onbITa 3I<cnnyaTaUHH C).J,P, OpraHH3aTop AKIJ;HH peI<oMeH.n;yeT Y'IaCTHHKY rrocne.n;oBaTh npHBe.n;eHHhIM 
HIDI<e peKOMeH.n;aIJ;H5IM: 

• HHTepHeT-.n;oMeHhI, KOTOphIM npHHa.n;ne)I<aT a.n;peca Y'IaCTHHKaM AKIJ;HH, He .n;omKHhI 
BXO.D;HTh B «'IepHbie cnHCKH» (black mail list, stop list) cepBepoB-y'IaCTHHKOB BHpycHbIX, xaKepCKHX aTaK 
H perynHpHbIX HecaHKIJHOHHpOBaHHbIX MaCCOBbIX paCCbIJIOK; 

• HaCTpOMKH CHCTeM no.n;aBJieHH5I MaCCOBhIX paCChIJIOK, a TaIOKe npaBHJia o6pa60TKH 
coo6meHHH 3JieKTpOHHoli no'IThI Ha no'ITOBOM cepBepe H/HJIH KJmeHTe Y'IaCTHHKa AKUHH pa3pernaeT 
npHHHMaTh coo6IIJ,eHH5I H3 HHTepHeT-)J;OMeHa www.invitro.by; 



• n01ITOBbie 5III(lfKlf He .IJ:OJDI<Hbl 6bITb rrepenOJIHeHbI, 3a6JIOKH:pOBaHbI lfJilf He,n:ocrynHbI no 

H:HbIM npH1IH:HaM Ha crnpotte Y11acTHHI<a AKUHH; 
• no11TOBhie 5III(HI<lf HacrpoeHbI Ha npHeM coo6II(e1mii pa3MepoM He Mettee 256000 6aiiT If 

H:MeIDII(lfX BJimI<eHHH TH:na Adobe® PDF®. 

8.2.2. OpraHH3aTop AKUHH He Hecer ornercrneHHOCTb B cny11ae ornpaBI<H pe3yJihTaTOB 
rra6opaTopttb1x Hccrre.nosaHHH no HenpaBHJibHOMY 3JieKTpOHHOMY a,n:pecy, yI<a3aHHOMY Henocpe,n:crneHHO 
Y11acTHHI<OM AI<UHH rrpH pern:crpaunH 3aI<a3a na6oparopHbIX Hccrre,n:oBaHnii B OMO «I1HBI1TP0». 

9. ,l{onorrHHTeJibHbie ycrroBHH. 
9 .1. y 11aCTHH:KaM AKUHlf He MmI<eT 6bITb BbIIIJia1IeH ,n:eHe)J(HblH 3I<BlfBaJieHT CTOHMOCTlf 

rra6oparopHbIX lfCCJie,n:oBaHHH If CTOlfMOCTlf B35ITlf5I 6H:OMaTepHarra B crry11ae npH:o6peTeHH:5I lfMlf 
aKI.J;HOHHbIX HCCJie,[(OBaHHH. 

9 .2. ITpe,n:ocrnBrrHeMaH no HacTOHII(eii AKUHH CKH,n:I<a He cyMMHpyercH c .n:pyrnMH aI<UHHMH If 
aKI.UiOHHhIMH rrpe.nnm1<eHHHMH, ,n:eikTByIDII(HMH y OpraHH3aropa AKUHH Ha MOMeHT o6paII(eHmr 
Y11acTHH:Ka AKu;HH. 

9.3. K pac11ery CTOHMOCTH 3a rra6oparopHbie H:ccrre,n:oBaHHH B paMKax HaCTOHII(eii peKrraMHOii 
AKUHH rrpHHH:MaIDTCH 6aHKOBCKH:e nrrare)I<Hbie KapTbI paccpo11KH rrID6oro BH,n:a. 

9.4. OpraHH3arop AKUHH He necer ornercrneHHOCTH 3a pa6ory HttrepHeT - pecypcoB, 
HCIIOJih3yeMbIX npH ornpaBKe Y11acTHH:KaM AKUHH pe3yJihTaTOB rra6oparopHbIX Hccrre,n:osaHHH 
(aHaJIH30B). 

9.5. Oprattlf3arop AKUHH He ttecer ornercrneHHocTb 3a ,n:ocroBepttocTh pe3yrrhTaTOB 
rra6oparopHbIX H:ccrre,n:oBaHnii B crry11ae ttapymeHHM Y11acTHHKOM AKUHH nopH,n:Ka no,n:roroBKH K ,n:aHHOMY 
na6oparopHoMy Hccrre,n:oBaHHID, yKa3aHHOMY Ha caiire www.invitro.by B pa3,n:errax: «AHarrH3bI» -
«ITo,n:roTOBKa K aHaJIH3aM». 

9.6. J1I06oMy Y11acTHHKY AKUHH MmI<eT 6bITb OTKa3aHo B y11acTHH B AKUHH, B TOM crry11ae, 
eCJilf ,n:aHHbIH Y11aCTHlfK HaXO.IJ:lfTC5I B COCT05IHlflf aJIKOfOJibHOro onb5IHeHH:5I JIH:6o B COCT05IHlflf, 
BbI3BaHHOM rrorpe6rremreM HapKOTH:1IeCKlfX cpe,n:CTB, ncH:XOTponHbIX BeII(eCTB, lfX aHarrOroB, TOKClf1IeCI<lfX 
HJilf ,n:pyrnx o.n:ypMaHH:BaIOII(lfX BeII(eCTB H (:rrnH) npH1IlfH5IJI 6ecnoKOMCTBO, a TaK)Ke OCKOp6JIHJI, yrpmKarr 
If H:HbIM Herro,n:o6aIDII(HM o6pa3oM Ben ce6H B OTHOIIIeHHH corpy,n:HHKOB OpraHH3arnpa AKUHH. 

9. 7. OpraHH:3arop AKUHH ocraBJIHeT 3a co6oii npaBo He BcryrraTb B nHCbMeHHbie rreperoBopbI 
rrH6o H:Hbie KOHTaKTbI c Y11acTHHKaMH AKUHH, KpoMe crry11aeB, npe,n:ycMorpeHHbIX HaCTOHII(HMH 
IT paBHJiaMH. 

9.8. Y11acTH:e B AKUHH aBTOMaTH:11ec1<H no,n:pa3yMeBaeT 03HaKoMrreHne If rronttoe cornacHe 
Y11acTHHKOB AKUHH c HaCTOHII(HMH ITpaBH:JiaMH If ycnoBHHMH ee rrpoBe,n:eHHH. 

9.9. 06HoBJieHHaH HHcjJopMau.rrn 06 ycrroBHHX npoBe,n:eHHH AKUHH 6y,n:er CBOeBpeMeHHo 
pa3MeII(aTbCH OpraHH:3aTOpOM AKUHH Ha caiire www.invitro.by. 

Ha11arrbHHK or.n:erra MapKeTH:Hra KarrHHOBCKaH A.H. 



rr 

ITpttnmKem1e N~d K ITpaBttJiaM npoBe,nettmr 
peKJiaMHOH aKI.J;IUf «CKH,lJ;Ka 21 % rroKyrraTemIM 

21vek.by» 

6 epe11eHh rra opaTOPHhIX HCCrre.n;oBamu1, Ha KOTOpbie He rrpe.n:ocTaBmieTC51 CKH.n;Ka B pa3Mepe 21 o/c 0 
.N'2 TeCTa HauMeHoBaHue 

1880 Cneum!rnt.fecK11e 11MMyHorno6yr111HbI KJlacca G (lgG) I< n11ueBLIM aHT11TenaM: Food Xplorer 
(FOX). (Specific IgG to food antigens: Food Xplorer(FoX)) 

278 Jla6opaTOpHoe 11ccnenoBaH11e aHrnreHa Aspergillus (ranaKTOMamiaH) B ci,mopoTKe KpOBl1 
(Aspergillus antigen (galactomannan) in serum) 

167MHC M11Kpo- 11 MaKpo:meMeHThI 

177 Helicobacter pylori IgA (AHTl1Tena Knacca lgA K Hel icobacter pylori) 

1355 MernHe1jJp11H B nml:lMe (TOJlbKO nnH M11HCKa) 

169 CB06ot1HLIH TeCTOCTepoH (Free Testosterone) 

240 1 CKpLITan KpOBh B Kane (KonopeKTaJ1bHb1e KpOBOTet.feH11H), Kon114ecTBeHHbIH 
11MMyHox11M11t.fecK11i1 MeTon FOB Gold (Quantitative Immunochemical Fecal Occult Blood, 
Test FOB Gold) 

1690 AM11HoK11cnon1 B nnaJMe KPOBl1, 48 noKa3aTenei1 (Amino Acids Analysis, Plasma, 48 
parameters) / 

1689 AMl1HOKl1CJ10Tbl B nmnMe KpOBl1, CKp11Hl1Hroeoe 11ccnenoeaH11e 13 nOKa3aTenei1 (Amino Acids 
Analysis, Plasma, 13 parameters) 

222 3p11Tpono3TMH (Erythropoetin) 

939 M110311T-cnel\11<!rnliHbie aHrnTena Knacca lgG (naih1-6noT: Mi-2, Ku, PM-Sci I 00175; Jo 1 PL-7 
PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel) 

3152 AHnpo<jJnop, 11ccnen0Bai-111e M11Kpo<j)Jlopb1 ypore~mTa!lbHoro TpaKrn MYlK'll1H e 3HKYJ1HTe 

1378 naueJlb aHTm!>occj>OJ111nl1):1HblX aHTl1TeJ1, IgG, IgM MeTO):IOM ):10T-11MMYHOaHaJ1113, 
1ca•1ecTBeHHbIH TecT B cLmopoTI<e KpoB11 (Anti-Phospholipid Antibodies Panel) 

1604 B11rnM11H B 1 -T11aM11H, nna3Ma (Vitamin B 1, Thiamine, plasma) 

1605 B11rnM11H B6, n11p11noKcam-5-cj>0cc!>aT, nnaJMa (Vitamin B6, Pyridoxal-5-Phosphate, PLP) 

1608 B11rnM11H B5 - naHTOTe1-10BaH 1rncnorn (Vitamin B5, Pantothenic acid) 

1610 B11TaMMH B3 - Hl1KOTl1HaM11n, nna3Ma (B11rnM11H PP, Hl1al\11H, Vitamin B3 - Nicotinamide, 
Niacinamide, plasma) 

195 AHnpocTeHn110H (Androstenedione) 

20 KpearnHKl1Ha3a-MB (Kpearn1-Hj>occj>OKl1Ha3a-MB, KK-MB, K<l>K-MB, Creatine Kinase-MB, 
CK-MB, KK-2) 

PE55 noBap CKp11Hl1Hr 

136 1 AHT11HyKneap1rne aHrnTena (AHA), lgG npocj>11J1b (nRNP/Sm, Sm, SS-A, Ro-52, SS-B, Sci-70, 
PM-Sci, Jo-I , CENP B, PCNA, dsDNA, nucleosomes, histones, ribosomal P-protein, AMA-M2 
separately), 11MMYH06JlOT 

1364 Am11Tena Knacca JgM K e11pycy npocTOro repneca 2 rnna, HSY- 2 

1264 npoTel1H s ceo6onHblH (Protein S) 

1265 AHaJ1113 Xl1MUt.feCKOro COCTaBa MOt.feBblX (not.fet.fHblX) I<aMHei1 MeTO):IOM peHTreHO<!>aJOBOro 
aHan113a (Compositional Analysis of Urine (Kidney) Stones, X-ray diffraction analysis) 

)J,11arHOCTMKa naToJ1oru11 ne•1e1rn 6e3 6uoncuu 
2<l>M <1>116poMaKc (FibroMax) 

3<l>T <1>116poTecT (FibroTest 

4H<l>T H3W-<1>116poTecT, He l1 HBa311BHaH n11arnocT11Ka HeanKoronLHoro CTeaTorenaT11Ta 11 cjrn6po3a 
net.feH 11 (NASH-FibroTest, non-invasive diagnosis of non-alcoholic steatohepatitis and liver 
fibros is) 

)J,uarHOCTMKa MHCjJeKUMOH HhIX 3a60J1eBaHHH 
3320MHC KopoHaB11pyc SARS-Co V-2, onpenene~me PHK, Ka•1., B Ma3Ke co cn11311cToi1 HocornoTK11 

11/11nu poTornoTKl1 (Coronavirus SARS-Co V-2 RNA detection, quali tative, in nasopharyngeal 
and/or oropharyngeal smear) nnn BL1e3na 3a rpa1-111uy 

3320 Kop0Hae11py'c SARS-CoV-2, onpenene~me Pl-IK, Ka•1 ., B Ma3Ke co CJJl1311CTOH HocornoTK11 
11/11n11 poTOrnOTKl1 (Corona virus SARS-Co V-2 RNA detection, qualitative, in nasopharyngeal 
and/or oropharyngeal smear) 

25 1 AHTHTeJla KJlacca lgM K e11pycy KOp11 

319CB B11pyc renarnrn B, onpe.uenem1e )],HK (HBV-DNA) Kat.f. B cbrnopoTKe 1<poe11 

463 Porns11pyc (Rotavirus, wrnpetlHbIH c111-1.upoM), am11rem1L1i1 TecT (Rotavirus Direct Detection by 
latex agglutination) 

483 J1HM6J11111 (Giardia liamblia), n11apei1Hb!H Cl1HtlpOM, aIIT11reH1-lblH TeCT (Giardia liamblia. Rapid 
immunochromotographic assay) 

1600CT AHaJ1113 Kana Ha 3HTepo61103 (ni1ua ocTp11u, enterobiasis) 

68 AHTl1Tena K BHY: 1 11211 a~mtre1-1 BHY: 1 11 2 (HIV Ag/Ab Combo) 



68BI14-MHC AHntTena K BI14 

68BI142 AHnnena K BI14 .llilll 6epeMeHHhIX 

1659 A1m1Tena, KOJIH'-lecrneHHbie, K cnai!KOBOMY (S) 6enKy (RBD) SARS-CoV-2, IgG (Anti-SARS-
CoV-2, spike (S) protein (RBD), JgG, quantitative). 

1652 Attnnena K cnal1KOBOMY (S) 6eJJKY SARS-Co V-2, IgG, Kal.fecTBettttoe onpe.uenem1e. 01..\eHKa 
HMMYHl1TeTa .llO 11 nocJJe BaKl\HHaUHH 

1641 A1m1Tena K KopoHaBHpycy SARS-CoV-2, lgM (anti-SARS-CoV-2, IgM) 

2643 3Kcnpecc-TecT. AHrnreH SARS-CoV-2 B MaJKe H3 HocornoTKH, Ka'-lecrneHHoe onpe.ueneHHe 

2643Af 31ccnpecc-TeCT. AHTHreH SARS-Co V -2 B Ma3Ke H3 HOcornoTKH, Ka'!eCTBem1oe onpe.nenem1e 

3550 Hi-1pyc renarnrn C(HCV) ynbTpa'-IyBCTBHTeJJbHoe onpeneneHHe (Kon.) PHK, TeCT CHCTeMa 
GeneXpert 

487 CTpenTOKOKK rpynnhI A (Streptococcus group A, S.pyogenes), aHrnreHHhIH TeCT, Ma30K H3 
pOTOrJIOTKH 

AJJJJeproJJorH'lec1me HCCJJC.llOBRHHSJ 
1881 Annepro411n ALEX2, 300 anneproKOMnOHeHTOB H 0611.1Hll IgE 

1308ISAC Annepro4Hn ImmunoCAP ISAC, 112 anneproKOMnoHeHTOB (Allergochip ImmunoCAP ISAC, 
112 allergic components) 

6841E94 KowKa, rFel di (e94) IgE, ImmunoCAP 

6814W230 AM6po3Hll BbICOI<a.sJ, nonhIHOJIHCTHall, nAmb al (w230) JgE, ImmunoCAP 

6801PI Phadiatop Infant ImmunoCAP, lgE 

6802PH Phadiatop JmmunoCAP, IgE 

6822MX2 CMecb annepreHoB nneceHH (mx2) IgE, ImmunoCAP 

6914FX5 CMeCb neTc1<11x n1111.1esb1x annepreHOB (fx5) lgE, ImmunoCAP 

6883CF CMeCb n1111.1esb1x annepreHOB (fx15) lgE, ImmunoCAP 

66631 MHH.llaJlb IgE 

66603 Osc.sJHHua nyrosa.sJ (g4) lgE, ImmunoCAP 

6920W5 nonbrnb ropbI<all (w5) lgE, JmmunoCAP 

6843EI01 Co6aica, rCan fl (e!Ol) lgE, ImmunoCAP 

6844E102 Co6aKa, rCan f2 (e102) IgE, ImmunoCAP -

6849F233 OsoMyKOH.ll, nGal d I (f233) JgE, ImmunoCAP 

6851K208 JlH30UHM llHUa, nGal d4 (k208) lgE, lmmunoCAP 

6855F353 Coll, rGly m4/PR-10 (f353) lgE, ImmunoCAP 

6807F78 Ka:JeHH, Mono1co (nBos d8) (f78) IgE, ImmunoCAP 

6806F76 AJ1h(\Ja-naKTanh6yMHH (nBos d4) (f76) lgE, ImmunoCAP 

6846M229 Alternaria alternate, rAlt al (m229) lgE, ImmunoCAP 

66633 BHWHll, f242 

66643 fp116b1, f2 I 2 

66627 Ko(\Je, f22 I 

66635 Man11Ha, f343 

66636 MaHnap11H, f302 

66618 MonoKo KOJbe, f300 

66628 4all f222 

6903F210 Mia1rnc (f210) IgE, ImmunoCAP 

6882F33 AnenbCHH (f33) lgE, lmmunoCAP 

6877F92 EaHaH (f92) lgE, lmmunoCAP 

6901F88 EapaHHHa (f88) lgE, ImmunoCAP 
6810T215 Eepe3a 6oponas'-laTall, rBet v I/PR- I 0 6enoK (t2 I 5) lgE, ImmunoCAP 

6808F77 Eern-naKTorno6yn11H, (nBos d5) (f77) IgE, ImmunoCAP 

6878F27 foBll.llHHa (f27) lgE, ImmunoCAP 

6834M2 Cladosporium herbarum (m2) lgE, lmmunoCAP 

6832MI Penicillium notatum (P.chrysogenum) (ml) lgE, ImmunoCAP 

6833M5 Candida albicans (m5) lgE, ImmunoCAP 

6837F75 5IH4HblH lKeJITOK (f75) IgE, ImmunoCAP 

6870F93 KaKao (f93) IgE, ImmunoCAP 

6887F35 KapTO(~eni, (f35) lgE, lmmunoCAP 

6898F84 KHBH (f84) IgE, ImmunoCAP 

6818D2 Knem noMawHell mmH ID. farina (d2) lgE, ImmunoCAP 

6890F44 3eMJlllHHKa, Kny6HHKa (f44) lgE, ImmunoCAP 

6873F83 Mllco KYPHUbl (f83) IgE, ImmunoCAP 

6861E85 Kyp11ua, nepo ( e85) IgE, ImmunoCAP 

6917K82 JlaTeKc (k82) lgE, lmmunoCAP 



6889F208 J111MOH (f208) IgE, lmmunoCAP 

6805F2 MonoKo KopoBbe (f2) JgE, ImmunoCAP 

6891F31 MopKOBb (f3 I) lgE, lmmunoCAP 

6847E204 nbI'll1H CbrnopoTO'IHbIH aJib6yM11H, nBos d6 BSA (e204) IgE, ImmunoCAP 

6884F7 Osec (f7) IgE, ImmunoCAP 

6919E81 Osua, 3n11Te1111i1 (e81) lgE, ImmunoCAP 

66604 Orypeu (f244) IgE, ImmunoCAP 

6879F45 )J,pm10K11 neKapcK11e (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 

6876F95 nepc11K (f95) lgE, lmmunoCAP 

6816W233 no11b1Hb o6bIKHOBeHHall, nArtv3 (w233) IgE, ImmunoCAP 

6819HI )J,oMaWHllll ObIJlb (Greer Labs.) (h I) lgE, lmmunoCAP 

6825H2 )J,oMaWHllll ObIJlb (Hollister -Stier) (h2) lgE, lmmunoCAP 

6892F9 P11c (f9) IgE, ImmunoCAP 

6893F26 Cs11H11Ha (f26) lgE, ImmunoCAP 

6881F25 noM11,nop (f25) lgE, lmmunoCAP 

6829TP Tp11ma3a, ImmunoCAP 

6888F225 Tb!KBa (f225) lgE, lmmunoCAP 

6875F49 Jl6110Ko (f49) lgE, lmmunoCAP 

66646 0.nysaH'll1K o6bIKHOBeHHblH (w8) lgE, lmmunoCAP 

reHCTH'ICCK11C HCCJIC)l0B3HHH 
7811 l1cc11e.nosaHHe KapHOTHna (Ko1111'!ecrneHHb1e 11 cTpyKTypHble aH0Man1111 xpoMocoM) 

(Karyotype) 
7069 Eo11eJHb B1111bc0Ha- Kottosanosa, 3K30M (Wilson-Konovalov Disease, exome) 

114m TpoM603bl: pacurnpemmSI nai-1e11b (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: 
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)) 

114ffl/E3 TpoM603bl: pacurnpemrnll naHe11b (rettbl F2, F5, MTHFR, MTRR, MTR) (6e3 on11catt11SI 
pe3y11bTaTOB spa'IOM-reHern1<0M) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, 
MTRR, MTR) (without Description)) 

118ffl OnacHOCTb np11 np11eMe opanbHbIX KOHTpauenrnsos (re1·1b1 F2, F5) (Risk of Oral 
Contraceptives, Ocs (Genes F2, F5)) 

109ffl )l(eHcKoe 6ecn110,n11e 11 oc11mKHe1rne 6epeMemwcrn (reHbJ F2, F5, MTHFR, MTRR, MTR, 
ACE, AGT, RHD, HLA II; Kap11ornn) (Female Infertility, Pregnancy Complication (Genes F2, 
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; Karvotvpe)) 

108ffl Xo'ly CTaTb MaMoii: oc110J1rneH11ll 6epeMe1rnocrn (reHbJ F2, F5, MTHFR, MTRR, MTR, ACE, 
AGT, RHD) (Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, 
MTRR, MTR, ACE, AGT, RHD)) 

139ff1H recToJbJ 11 <\>eTOn11aue11TapHaSI 1-1e,nocTaTo•mocTb (reHbJ ACE, AGT, MTHFR, MTRR, MTR, 
F2, F5) (Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, 
F5)) 

139ff1H/E3 recT03bJ 11 <\>eTOn11aueHrnp1rnSI He,nocrnTO'IHOCTb (reHbI ACE, AGT, MTHFR, MTRR, MTR, 
F2, F5) (6e3 on11caH11SI pe3y11bTaTOB spa'!oM-reHeTHKOM) (Gestosis and Placental Insufficiency 
(Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (without Description)) 

124m Hac11e,ncTBeHHb1e c11y'!a11 paKa M01IO'IHOH JKe11e3b111/111111 lll1'1Hl1KOB (reHbI BRCAI, BRCA2) 
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCAI , BRCA2)) 

124fn/E3 Hac11e,ncTBeHHb1e c11y'la11 paKa M01IO'!Hofi JKe11eJbJ 11/111111 l!H'IHHKOB (reHbI BRCAI , BRCA2) 
(6e3 on11caHHll pe3y11r,TaToB epa•JOM-reHeT11KoM) (Hereditary Breast and/or Ovarian Cancer, 
HBOC (Genes BRCAI , 8RCA2) (without Description)) 

1244m Hac11e,ncrneHHb1e c11y'!a11 paKa M01IO'IHOH JKe11eJb111/111111 Sil1'1HHKOB BRCAI, BRCA2, CHEK2, 
N8N (Hereditary Breast and/or Ovarian Cancer) 

146m fetteTH'!ecK11e <\rnKTopbI MYJKCKoro 6ecn110,n11SI (reHbI AR, CFTR; AZF-pemoH) (Genetic 
Factors of Male Infertility (Genes AR, CFTR; AZF-Region)) 

1334 Mo11eKy11llpHo-reHeTH'lecKoe 11cc11e.nosaH11e HLA-827 (Molecular Genetic Testing HLA-827) 

129ffl ApTep11anbHall mnepTeH311H, no111-1aSI na1-1e11b (reHbI ACE, AGT, NOS3) (Arterial Hypertension: 
Full Panel (Genes ACE, AGT, NOS3)) 

129ffl/E3 ApTep11anbHall mnepTeH311SI, no11HaSI naHe11b (reHbl ACE, AGT, NOS3) (6e3 on11caH11SI 
pe3y11bTaTOB spa'IOM-reHeTHKOM) (Arterial Hypertension: Full Panel (Genes ACE, AGT, 
NOS3) (without Description)) 

117m Eo11eJHb Kpmm (reHbl DLG5, NOD2, OCTNI, OCTN2) (Crohn's Disease (Genes DLG5, 
NOD2, OCTNI, OCTN2)) 

116rn Hac11e,ncrneHHall npe,npacno110JKeHHOCTb K caxapttoMy ,n11a6eTy 1-ro Tttna no TpeM 110KycaM 
rettoe c11cTeMbl HLA II K11acca (reHbI DRB I, DQAI, DQB I) (Hereditary Predisposition to 
Diabetes Type I (Insulin-Dependent Diabetes), HLA Class II (Genes DRB I, DQA I, DQB I)) 

rs3m OcTeonopoJ: no11Hall natte11b (reHbl CALCR, COLIAI , VDR) (Osteoporosis: Full Panel (Genes 
CALCR, COLIAI, VDR)) 



153fTI/E3 0cTeonop03: nonHall naHeJJb (reHbI CALCR, COLJAI, VDR) (6e3 on11caH1rn pe3yJJbTaTOB 
spa'-lOM-reHeT111<0M) (Osteoporosis: Full Panel (Genes CALCR, COLIAl, VDR) (without 
Description)) 

7014A-VDRI 0cTeonop03: peuemop s11TaM11Ha D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) 
(Gene VDR)) 

7014E3 Ocreonop03: peuenrop e11raM1rna D (reH VDR) (6e3 on11caH11ll pe3ynbraTOB epal!OM-
reHeT111<0M) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description)) 

12orn 06MeH 1!JOJ111eBOH K11CJIOTbl (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes 
MTHFR, MTRR, MTR)) 

120fTI/E3 06MeH q>on11esoi'l Kl1CJIOTbI (reHbI MTHFR, MTRR, MTR) (6e3 on11caH11ll pe3yJJbTaTOB 
spa'-lOM-reHeT11KOM) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without 
Description)) 

142fIT l1Hrn611TOpb1ATI<:D,1!>nysacTaT11H, 6noKaTOpbI peuemopos ATII. ITporno311posaH11e 
He1!>ponpoTeKTl1BHoro J!l>q>eKTa 11Hm611Topos ATI<:D np11 He,n11a6eT11'-leCK11x 3a6onesaH11llx. 
feHeTl1'-leCKl1e MapKepbl 3qHpeKTl1BHOCTl1 aTeHOJJOJia np11 apTep11aJJbHOH mnepTeH31111 c 
mnepTpo1!>11ei'l nesoro JKeny,no'-lKa 11n11 Tepan1111 1!JJiysacrnT11HoM np11 111ueM11'!eCKOH 6one3Hl1 
cep.nua. Onpe.11eneH11e HaJil1'-ll1ll non11Mop1!rn3MOB re~m aiffl10TeH311H-npespall.laIOll.lero 
1bepMeHrn (reH ACE) 

2447 l1HTepneHKl1H-28B (l1JI-28B), reHOT11n11poBaH11e (11ccne.nosmrne reHeTl1'-leCK11X MapKepoB, 
onpe,neJJl!IOll.111X 3!!Hl>eKTl1BHOCTb Jie'-leHl1ll xpOHl1<JeCKOro renaT11Ta c l1HTep1j>epOl-IOM 11 
p116as11p11HoM) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers 
Determining Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin)) 

7259 U11ToxpoM CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6)) 

7261CYI U11ToxpoM CYP2C9 (reH CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9)) 

14600Pl On11caH11e pe3yJibTaTOB reHeTl1'-lecKoro TeCTa I KaTerop1111 CJJOlKHOCTl1 (NQNQ 720 I, 7611 , 
7014A-VDRI, 7030A-DAT, 118fIT, 121fTI, 122rn, 123fTI, 125fTI, 131fIT, 141m, 149fTI, 
150fIT, I 15fTI, 129fTI, 152fIT, 124fTI, 144fTI, 154fTI) (Genetic Test Results : Description of 
the I-st Category Complexity) 

l.(HTOJIOfH'-lec1me HCCJIMOB3HHH 
547N U11Tonorn'-lecKoe 11 11MMYHOLIHTOXHMH'-leCKoe 11ccne.nosa~rne c MapKepaM11 p I 6INK4a 11 Ki-67 

,!\Jill nO,!\TBeplK,!\eHl1ll ,!\11CnJia31111 B Ma3Kax CJil1311CTOH weHKl1 MaTKl1 

520MHC )1{11.nKOCTHall 1.111Tonoml!. U11Tonorn'-lecKoe 11ccne.11osaH11e 6110MaTep11ana wei'l1<11 MaTK11 
( OKpaw11saH11e no TianaH11Konay, TexHonornll NovaPrep) 

518 )1{11.nKoCTHall 1.111Tonornll. U11TOJIOrn'-leCKOe 11ccne.11osa~rne 6110MaTep11ana wei'IK11 MaTKl1 
( OKpaw11BaH11e no nanaHl1KOJJay) )1{11,!\KOCTHal! Lll1TOJIOr11ll (TeXHOJIOr11ll Cell Prep) 

M111~po6110J1or11'-lecK11e 11ccJ1e.11osaHHH 
456 )];11c6aKTep1103 K11we'-lH11Ka (Stool Culture, quantitative. Intestinal bacterial overgrowth) 

442 noces Ha rp116b1 po.na KaH.1111.na (Candida, KaH.1111.1103) 11 onpe.11eneH11e 4yscrn11TeJibHocrn K 
aHTl1Ml1KOT11<1ecK11M npenapaTaM. (Yeast Culture, Candida Culture. Bacteria Identification and 
Susceptibility) 

458MHC IloceB Ha Kl1We'-lHYIO naJJO'-lKY 11 Onpe,nene1rne 'IYBCTBl1TeJibHOCTl1 K aHTl16110Tl1KaM (E.Coli 
0157:H7, 3wep11x1103). (E.Coli 0157:H7 Culture. Bacteria Identification and Susceptibility) 

457-A noceB Ha naToreHHYW K11We'-lHYIO rpynny 11 onpe.nene~rne '-lYBCTBl1TeJJbHOCTl1 K aHT116110T11KaM 
(Stool Culture, Salmonella sp., Shigella sp. Bacteria Identification and Susceptibility) 

459-A IToces Ha 30JIOTl1CTbIH crn1IrnnoKOKK 11 onpe.nene~me '-lYBCTB11TeJibHOCT11 K aHT116110T11KaM 
(Staphylococcus aures Culture. Bacteria Identification and Susceptibility) 

460 Tioces Kana Ha 11epc11H1111 (Y.enterocolitica, 11epc11H1103) 11 onpe.11eneH11e '-lYBCTB11TeJJbHOCT11 K 
aHT116110T11KaM (Stool Culture, Yersinia enterocolitica. Bacteria Identification and 
Susceptibility) 

461 Tioces Kana Ha KaMn11no6aKTep (Stool Culture, Campylobacter sp. Bacterial identification) 
453 nocee rnHe1<011or11'!ecKoro MaTep11ana Ha n11cTep1111 (Listeria monocytogenes, n11cTep1103. 

(Listeria monocytogenes Culture. Bacteria Identification and Susceptibility)) 

464-A noceB rpy.nHoro MOJIOKa Ha Ml1Kpo1!>11opy 11 onpe.nene~me '-lYBCTBl1TeJibHOCTl1 K aHTl16110Tl1KaM 
(Breast milk Culture, Routine. Aerobic Bacteria Identification and Susceptibility) 

467-A Tiocea oT.nenl!eMoro aepxH11x .1\bixaTe11bHbIX nyTei'l Ha M11KpO!!JJiopy 11 onpe.11eneH11e 
4yacrn11TeJibHOCT11 K aHT11611ornKaM (Upper Respiratory Culture, Routine) 

441-A IToces Mo1.111 Ha M11Kpoc!JJiopy 11 onpe.nene~me 1.1yBCTBl1TCJibHOCT11 K aHT116110T11KaM (Urine 
Culture, Routine, quantitative. Aerobic Bacteria Identification and Susceptibility) 

465-A ITocea oT.nenSJeMoro 113 rnaJa Ha M11Kpo1jJJiopy 11 onpe.11ene1rne '-lYBCTB11TeJibHOCT11 K 
aHrn611orn1<aM (Eye Culture, Routine. Aerobic Bacteria Identification and Susceptibility) 

446-A IloceB ypornHeKOJIOrl1'-leCKOfO MaTep11ana Ha M11KpO!jJJiopy 11 onpe.nene~me 'IYBCTBl1TeJibHOCTl1 
K aHT116110T111<aM (Genitourinary tract Culture, Routine. Aerobic Bacteria Identification and 
Susceptibility) 

473-A noces oT.nenlleMoro 113 yxa Ha 1!JJiopy 11 1.1yacrn11TeJJbHOCTb K aHT116110T11KaM (Ear culture, 
Routine. Aerobic Bacteria Identification and Susceptibility) 



477-A DoceB nyHKU110HHOro MaTepmum Ha M11KpocjlJlopy 11 onpe,lleJ1eH11e '-IYBCTBl1TeilbHOCTl1 K 
aHTH6HOTHKaM (Body Fluid Cu lture, Sterile, Routine. Aerobic Bacteria Identification and 
Susceptibility) 

472-A UoceB MOKpOTbl 11 .lip. OT,llem1eMOrO Hl1lKH11X .l\bIXaTe!lhHblX nYTeH Ha M11KpOcilJlopy 11 
onpe.L1eneH11e '-IYBCTBl1TeilbHOCTl1 K aHT11611ornKaM (Lower Respiratory (sputum, lavage) 
Culture, Aerobic Bacteria Identification and Susceptibility) 

474-A UoceB paHeBOrO OT,llem1eMOrO 11 TKaHeH Ha M11KpOCjJJ10py 11 onpe,11eneH11e '-IYBCTBl1TeilbHOCTl1 K 
aHTl1MHKpo6HbIM npenaparnM (Wound/pus/aspirate/tissue Culture. Aerobic Bacteria 
Identification and Antibiotic Susceptibility testing) 

468-<l> noceB Ha 30J10Tl1CTblH crncJJ11ilOKOKK MP3C (S.aureus, MRSA), onpe,lle!le~me 
'IYBCTBl1TeilhHOCTl1 K aHTHM11Kpo6HhlM npenaparnM 11 6a1<Tep11ocJiaraM (OT,llem1eMoe BepXHl1X 
.llhIXaTe!lhHblX nYTei1) 

459-<l> noceB Ha 30ilOTl1CTblH CTa<(ll1ilOKOKK (S. aureus), onpe.L1ene1-111e '-IYBCTBl1TeJlbHOCTl1 K 
aHTl1M11Kpo6HbIM npenaparnM 11 6aKTep11ocjiaraM ( OT.L1em1eMoe nepxH11x .llhIXaTeilhHhIX nYTei1) 

467-<l> nocee Ha M11KpocjlJlopy, onpe.L1ene1-111e '-IYBCTB11TeilbHOCT11 K aHTl1M11Kpo6HbIM npenaparnM 11 
6aKTep11ocJiaraM* ( OT.L1em1eMoe nepxH11x .llbIXaTeilhHbIX nYTei1) 

4 73-<l> nocee Ha M11KpocJmopy, onpe.L1eneH11e qyecrn11TenhHOcT11 K aHT11M11Kpo6HbIM npenaparnM 11 
6aKTep11oc)JaraM* (OT.L1em1eMoe 113 yxa) 

468-P nocen Ha 3onorncThii1 crncjrnnoKOKK MP3C (S.aureus, MRSA) 11 onpe.L1eneH11e 
'IYBCTBl1TeilbHOCTl1 K pacumpeHHOMY cneKTPY aHTl1M11Kp06HhlX npenapaTOB (OT,llem1eMoe 
BepXHl1X .llbIXaTeilhHblX nyTei1) 

466-A noceB Ha 6ern-reMOJ111Tl1'leCKl1H CTpenTOKOKK rpynnhI A (Streptococcus group A, 
S.pyogenes)11 onpe.L1eneH11e •1yecrn11TeilbHOCT11 K aHTl1M11Kpo6HhIM npenaparnM (oT.L1em1eMoe 
BePXHl1X .llbIXaTeilbHbIX nvTei1) 

reHCTH'ICCtme HCCJJC,ll0B3HHSI 
7811 Ylccne.L10BaH11e Kap110T11na (Kon11•1ecrnem-1b1e 11 CTPYKTYPHbJe aH0Man1111 xpoMocoM) 

(Karyotype) 
7069 Eone3Hb B11nbco1-ia-Ko1-1onan0Ba, 3I<30M (Wilson-Konovalov Disease, exome) 

114rn TpoM603bI: pacw11peHHall nm1enb (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: 
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)) 

I 14rn/E3 TpoM603i,1: pacw11pemmll naHeilb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 on11caH11ll 
pe3yilbTaTOB epa'-IOM-reHeT11KOM) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, 
MTRR, MTR) (without Description)) 

11 8rn OnacHOCTh np11 np11eMe opanhHbIX I<OHTpal\enrnBoB (reHbI F2, F5) (Risk of Oral 
Contraceptives, Ocs (Genes F2, F5)) 

109rn · )l(eHcKoe 6ecnno.L111e 11 ocnoJKHeH11e 6epeMeHHOCTl1 (reHbI F2, F5, MTHFR, MTRR, MTR, 
ACE, AGT, RHO, HLA II ; Kap11ornn) (Female Infertility, Pregnancy Complication (Genes F2, 
F5, MTHFR, MTRR, MTR, ACE, AGT, RHO, I-ILA II; Karyotype)) 

I08rn Xo'-ly crnTh MaMoi1: ocnoJKHe1-111ll 6epeMeHHocrn (reHE.I F2, F5, MTHFR, MTRR, MTR, ACE, 
AGT, RHO) (Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, 
MTRR, MTR, ACE, AGT, RHO)) 

139rnH recT03b1 11 cjJeTOnnaueHTapHall He,llocTaTO'lHOCTb (reHbI ACE, AGT, MTHFR, MTRR, MTR, 
F2, F5) (Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, 
F5)) 

139rnH/E3 recT03bl 11 <JJeTOnnaueHrnpHall He,llOCTaTO'IHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, 
F2, F5) (6e3 on11caH11ll pe3yni,rnToB epa'lOM-re1-1eT111<0M) (Gestosis and Placental Insufficiency 
(Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (without Description)) 

124rn Hacne.L1crne1rni,1e cny<rn11 paKa MOilO'lHOi1 JKene3bI 11/11n11 lll1'-IHl1KOB (reHbI BRCA I, BRCA2) 
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCAI, BRCA2)) 

I 24rn/E3 Hacne.L1cTBeHHb1e cnyqa11 pairn MOilO'lHOi1 JKene3bI 11/11n11 lll1'-IHl1KOB (reHbI BRCA I, BRCA2) 
(6e3 on11caH11J1 pe3ynE.TaTOB npa'-IOM-reHeTm<OM) (Hereditary Breast and/or Ovarian Cancer, 
HBOC (Genes BRCAI, BRCA2) (without Description)) 

1244rn Hacne.L1CTBeI-11-1b1e cnytJa11 paKa Mono•11-1oi1JKene3bI 11/11n11 lll1'lHl1KOB BRCA I, BRCA2, CHEK2, 
NBN (Hereditary Breast and/or Ovarian Cancer) 

I46rn feHeT11'-!ecK11e clrnKTopbI MYlKCKoro 6ecnJ10.L111ll (reHE.I AR, CFTR; AZF-pernoH) (Genetic 
Factors of Male Infertility (Genes AR, CFTR; AZF-Region)) 

1334 MoneKynllpBo-re1-1eTw1ec1<0e 11ccne.L10Ba~111e HLA-B27 (Molecular Genetic Testing HLA-B27) 

129rn ApTep11anbHall rnnepTeH311ll , nomrnll na1-1enb (reHhI ACE, AGT, NOS3) (Arterial Hypertension: 
Full Panel (Genes ACE, AGT, NOS3)) 

129fn/E3 ApTep11aJ1bHaJ1 rnnepTeH311ll, nonHmI naHeilb (re1-1b1 ACE, AGT, NOS3) (6e3 on11caH11J1 
pe3ynhrnTOB epa'-!oM-reHernI<oM) (A11erial Hypertension: Full Panel (Genes ACE, AGT, 
NOS3) (without Description)) 

111rn Eone3Hb KpoHa (reHbI DLG5, NOD2, OCTNI, OCTN2) (Crohn's Disease (Genes DLG5, 
NOD2, OCTN I, OCTN2)) 

116rn Hacne.LICTBeHHall npe.L1pacnonoJKeHHOCTh K caxapHoMy .L111a6eTy 1-ro T11na no TpeM noI<ycaM 
reHOB c11cTeMbl HLA II Knacca (reHbI ORB I, DQAI, DQB I) (Hereditary Predisposition to 
Diabetes Type I (Insulin-Dependent Diabetes), HLA Class II (Genes ORB I, DQAI, DQB I)) 

1s3rn 0cTeonop03: nonHall naHenb (reHbI CALCR, COLIAI, VDR) (Osteoporosis: Full Panel (Genes 
CALCR, COLIAI, VDR)) 



153fTI/E3 0cTeonop03: nomiall natteJJh (re11b1 CALCR, COLIAI , VDR) (6eJ om1catt11ll peJyJJhTaTOB 
spa40M-retteTHKOM) (Osteoporosis: Full Panel (Genes CALCR, COLIAI, VDR) (without 
Description)) 

7014A-VDRI OcTeonopo3: pel\emop BHTaMHHa D (rett VDR) (Osteoporosis, Vitamin D Receptor (VDR) 
(Gene VDR)) 

701453 Ocreonop03: peuenrop euraMHHa D (reH VDR) (6e3 onucaHHH pe3ynhraroe epalfOM-
retteTHKOM) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description)) 

12orrr 06MeH <)ion11esotl KHCJJOTbI (rettbI MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes 
MTHFR, MTRR, MTR)) 

120ff1/E3 06MeH <)J0n11esotl KHCJJOThI (reHbI MTHFR, MTRR, MTR) (6e3 on11catt11ll pe3yJJhTaTOB 
spa40M-reHeTHKOM) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without 
Description)) 

142m l1ttrn611TOpb1 AIT<I>, <)lJlysacTaTHH, 6noKaTOpb1 pel\emopos ATII. flpor1-10311posatt11e 
He<)lponpoTeKTHBHOro 3(~l)leKTa HHrn6HTOpOB An<!> npH He)lHa6eTH4eCKHX Ja6oneBaHHllX. 
fetteTH'-IeCKHe MapKepbl 3<)HjJeKTHBHOCTH aTeI·IOJJOJJa npH apTepttaJJbHOH rnnepTeH3HH c 
rnnepTpoc)rnetl nesoro JKeny)l04Ka 11n11 Tepan1111 <linysacTaTHHOM np11 11weM11LJeCKOH 6one3HH 
cep)ll\a. Onpe)lene1rne HaJJH'IHll non11MopcjJH3MOB re1-1a a1-1rnoTeHJHH-npespamai01uero · 
ctiepMettrn (re1-1 ACE) 

2447 11ttTepnel1KHH-28B (HJI-288), rettoT11n11posa1-111e (11ccne)losaH11e retteTtt4eCKHX MapKepos, 
onpe)leJJl!IOll.IHX ::icJi<tieKTHBHOCTb JJe4eHHll xpOHH4eCKOro renaTHTa c HHTepc)iepOHOM H 
p116as11p11HOM) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers 
Determining Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin)) 

7259 l{HTOxpoM CYP2D6 (rett CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6)) 

7261CYI l.{11rnxpoM CYP2C9 (rett CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9)) 

14600PI On11catt11e pe3ynhTaToB retteTH4ecKoro TecTa I 1caTerop1111 CJJOJKHOCTH (N2N2 7201, 7611, 
7014A-VDRI, 7030A-DAT, 118m, 121m, 122m, 123rn, 125m, 131m, 141rn, 149m, 
1 sorn, I 15rrr, I 29rn, I 52rrr, I 24rn, I 44rn, I 54rn) (Genetic Test Results: Description of 
the I-st Category Complexity) 

14610P2 On11caH11e pe3yJJbTaTOB reHeT114ecKoro TecTa 2-oll KaTerop1111 cnoJKHOCTH (N2N2 12orn, 
137rrr, 138m, 153rrr, 143fIT, 1s1rn, I 10m, I 14m, 140rn, 7661, 7207, 7258) (Genetic 
Test Results: Description of the 2-nd Category Complexity (N2N2 12orn, 137rn, 138ffl, 
153m, 143m, 151m, 110m, 114m, 140m, 7661, 7207, 7258)) 

14620P3 On11ca1-111e pe3yJJbTaToB retteTtt4ecKoro Tecrn 3-etl KaTerop1111 cnoJKHOCTH (N2N2 134ffl, 
135rn, 136rn, 139rrr, 145rn, J08rfl) (Genetic Test Results: Description of the 3-rd 
Category Complexity (N2N2 134ff1, 135rn, 136fIT, 139rn, 145rn, 108ffl)) 

14630P4 On11caHHe pe3ynhTaTOB reHeTtt4eCKoro Tecrn 4-oll KaTerop1111 CJJOJKHOCTH (N2 I 9ff1/E3) 
(Genetic Test Results: Description of the 4-th Category Complexity (N2 I 9ff1/E3)) 

126m OcttOBHbie ttacne)lCTBeHHhie 3a6onesatt11ll (reHbI CFTR, GJB2, PAI-I, SMN) (Main Hereditary 
Diseases (Genes CFTR, GJB2, PAH, SMN)) 

7803ABCA A6110Tpoc~11ll ceT4aTKH, Tttn <l>paH4eCKeTTH (Eone3Hb Wrnprap)lTa 1-ro Tttna). IT011cK 4aCTbIX 
MyTal\HH B re1-1e ABCA4, 4. M. (Stargardt Disease I, STGDI, Fundus Flavimaculatus Included, 
Gene ABCA4, Freq. Mut.) 

7802CYI AJlpe1-1ore1-111TaJJMibIH CHHJlpOM (AfC). IT011cK 4aCTbIX MYTal\HH B rette CYP2 I OHB, 9 4. M. 
(Congenital Adrenal Hyperplasia (CAH), Gene CYP2 I OHB, 9 Freq. Mut.) 

7624SLC AKpOJlepMaTHT 3HTeponaTtt4eCKHl1. IT011cK MYTaL\Hli e rette SLC39A4, M. (Acrodermatitis 
Enteropathica, Gene SLC39A4, Mut.) 

7804TYR Anb6HHH3M rnaJOKOJKHbIH THn IA. IT011cK MYTal\HH B rette TYR, M. (Albinism Oculocutaneous 
Type IA, Gene TYR, Mut.) 

7881RPS AtteMHll )J,atlMOH)la-EneK<)ietta. IT011cK MYTal\HH B rette RPS 19, M. (Diamond-Blackfan Anemia 
I, DBAI, Gene RPSl9, Mut.) 

7107 ApTporp11no3 )lHCTaJJbHbIH (cttHJlpOM <l>p11Me1-ia-Wen)lotta). IT011cK 4aCTbIX MYTal\HH B rette 
MYH3, 4. M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.) 

7905FRDA ATaKCHll <l>pttJlpetlxa. IT011cK MYTal\HH B rette FXN, M. (Friedrich Ataxia, Gene FXN, Mut.) 

7808FRDAI ArnKc1111 <l>pH.llpetlxa. floHCK 4aCTbIX MYTal\HH B rette FXN, •1. M. (Friedrich Ataxia, Gene FXN, 
Freq. Mut.) 

7108 ATenocTeorette3 (JlttCnJJa3Hll )le JJll Wanenll). IT011cK MYTal\HH B rette SLC26A2, M. 
(Atelosteogenesis II, De la Chapelle Dysplasia, Gene SLC26A2, Mut.) 

7109LEI ATpo<)lHll 3pHTeJJbHOro ttepsa Jle6epa. ITOHCK 4aCTblX MYTal\HH B MHTOXOH)lpHaJJbHOH ,/],HK, 12 
4. M. (Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.) 

7610,/J,HKI ATpo<)lHll 3pHTeJJbHOro Hepsa Jle6epa. ITOHCK 4aCTblX MYTal\HH B MHTOXOH)lpHaJJbHOH ,/],HK, 3 
4. M. (Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.) 

77610PAI ATpoc)mll 3pttTeJJbHOro ttepsa c rnyxorntl. IT011cK MYTal\HH B «ropll4HX» yYacTKax retta OPAi, 
«ropll4.» y4. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, 
Ataxia And Neuropathy, Gene OPAi, Hot-Point Mut.) 

7706TNFRSF AYTOHMMYHHbIH JJHM<~onponm)iepaTHBHbIH CHHJlpOM. floHCK MYTal\HH B reHe TNFRSF6, M. 
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.) 

7705TNFRS AYTOHMMYHHbIH JJHM<lionponmjiepaTHBHbIH CHHJlpOM. IT011cK MyTal\HH B «ropll4HX» y4acTKax 
retta TNFRSF6, «ropll4.» yY. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene 
TNFRSF6, Hot-Point Mut.) 



7770GRN Aciia:rn.s1 nepn111rna.s1 nporpecrnpy1oll.(a.s1 . no11cK Myrau11i1 n reHe GRN, M. (Aphasia Primary 
Progressive, Gene GRN, Mut.) 

7809FGFR31 AxoH.uponmrnrn. no11cK 4aCTblX MYTaUHH B reHe FGFR3, 4. M. (Achondroplasia, Gene FGFR3, 
Freq. Mut.) 

7709BEST EoJJe3Hh Eecrn. no11cK ncex H3neCTHhlX MYTaUHH n reHe BESTI, M. (Best Vitelliform Macular 
Dystrophy, All Known Mutations, Gene BEST!, Mut.) 

7810ATP7Bl Bone3Hh B11nhCOHa-KOHOBMOBa. no11CK 'laCTblX MYTaU11H B reHe ATP7B, 'I. M. (Wilson 
Disease, Gene ATP7B, Freq. Mui.) 

7812PANK2 Eone3Hh rannepnop.ueHa-WnaTua. no11cK '!aCThlX Myrnu11i1 n reHe PANK2, 'I. M. 
(Neurodegeneration With Brain Iron Accumulation I, Gene PANK2, Freq. Mut.) 

7813PRNP Bone3Hb repCTMaHHa-WTpeyccnepa-Wei1HKepa. no11CK MYTaU11H B reHe PRNP, M. 
(Gerstmann-Straussler Disease, Gene PRNP, Mut.) 

7775PTEN Bone3Hb Koy.ueHa. no11CK MYTaU11H B reHe PTEN, M. (Cowden Syndrome I, Gene PTEN, Mut.) 

7814PRNP Bone3Hh KpeHTUC~enb.UTa-5!Ko6a. no11cK Myrau11i1 B reHe PRNP, M. (Creutzfeldt-Jakob Disease, 
Gene PRNP, Mut.) 

7776PTEN Eone3Hh JlepMHTI-,UyKnoc. no11cK MYTaU11H B reHe PTEN, M. (Lhermitte-Duclos Syndrome, 
Gene PTEN, Mut.) 

7816NDP Bone3Hh Hopp11. no11cK MYTaU11H B reHe NOP, M. (Norrie Disease, Gene NOP, Mut.) 

7818CSTB Bone3Hh Ymtiepp11xrn-JlyH.u6opra. no11cK MYTaU11H B reHe CSTB, M. (Progressive Myoclonic 
Epilepsy IA Unverricht and Lundborg, Gene CSTB, Mut.) 

78 17CSTB Bone3Hb YHc!ieppHXTa-Jly1-1.u6opra. no11CK '!aCTblX MYTaUHH B reHe CSTB, 'I. M. (Progressive 
Myoclonic Epi lepsy IA Unverricht and Lundborg, Gene CSTB, Freq. Mut.) 

7819ABCA4 Bone3Hb Wrnprap.urn. no11c1< '!aCTblX MyraUHH B re11e ABCA4, 'I. M. (Stargardt Disease I, 
STGDI, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.) 

7820ROR2 Bpax11.uaKT11n11.s1 THn BI. no11c1< MyraUHH B re1-1e ROR2, M. (Brachydactyly Type BI, Gene 
ROR2, Mut.) 

7992NTR Bpm1<.ueHHa.s1 HeYyncTnHTenbHOCTh K 6on11 c aHrn.upo3oM. no11cK Myrau11i1 n reHe NTRKI, M. 
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRKI , Mut.) 

7711ADAMT reneocjrn3114ecKaH .u11cnna3Hll. no11c1< Myrnu11i1 n reue ADAMTSL2, M. (Geleophysic Dysplasia 
s I, Gene ADAMTSL2, Mut.) 
78228 feMoc~HnHll. no11c1< Myrau11i1 n reue cj>aKTopa IX npH reMoc!rnnHH B, M. (Hemophilia B, Gene 

Factor IX, Mut.) 
7989MVK I-Hnep-IgD CHl-1.UpOM. noHCK MyTaU11H B «ropll'111X)) y'laCTKax re1-m MVK, «rOpll'l.)) y<l. M. 

(Hyper-lgD Syndrome, Gene MVK, Hot-Point Mut.) 

7778MVK r11nep-IgD C11H.UpOM. OOHCK MYTaUHH B reHe CD40LG, M. (Hyper-Igo Syndrome, Gene 
CD40LG, Mut.) 

7823CD r11nep-IgM CHH.UpOM. OoHCI( MYTaU11H B reue CD40LG, M. (Hyper-IgM Syndrome, Gene 
CD40LG, Mut.) 

7898SCN4A r11nepKan11eMH'leCKHH nep110.u11'1eCKl1H napan11•1. no11cK MYTaUHH B 3K30Hax 13 11 24 reHa 
SCN4A, M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.) 

7603SCN4A r11noKanHeMH4eCKHH nepHO.ll11'1eCK11H napanw1. OOHCK MyraUHH B 3K30Hax 12, 18 H 19 re1-m 
SCN4A, M. (Hypokalemic Periodic Paralysis Type I, Exons 12, 18, 19 Gene SCN4A, Mut.) 

7126 r11noctiocctiaTeMH4eCKHH Bl1TaMl1H D-pe3HCTeHTHhlH paxHT (no'le'IHhlH ctioccj>aTHhlH .u11a6eT). 
no11cK Myrau11i1 n reHe PHEX, M. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene 
PHEX, Mui.) 

7906FGFR3l r11noxoH~ponna:rn.s1. TI011c1c '!aCTblX MYTaU11H B re1-1e FGFR3, 'l. M. (Hypochondroplasia, Gene 
FGFR3, Freq. Mut.) 

77841-INFIB rn0Mepyou11T03 noYeK rnnonnacTH'lec1<oro T11na. no11c1< MyTau11i1 n reHe HNFI B, M. (Renal 
Cysts And Diabetes Syndrome, Gene HNFIB, Mut.) 

7128 ,ll,ec!>HU11T 1<apHHTHHa Cl1CTeMHblH nepB11'1HblH. no11c1< MYTaU11H B reHe SLC22A5, M. (Systemic 
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene 
SLC22A5, Mut.) 

7129 ,ll,11acTpocti11•1ec1<a.s1 .u11cnna3Hll. no11c1< Myra'u11i1 B reHe SLC26A2, M. (Diastrophic Dysplasia, 
Gene SLC26A2, Mut.) 

7927BSCL ,ll,HcTanbHall MOTopHall 1-1ei1ponaT11ll THn V. TI011cK Myrau11i1 n reHe BSCL2, M. (Distal 
Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.) 

7131IGJ ,ll,HcTanhHall cn111-1anbHall aM110Tpoclrnll npo)l(.uem-mll c napan11•roM .u11actiparMbI. no11c1< Myrau11i1 
n re1-1e IGHMBP2, M. (Distal Spinal Muscu lar Atrophy I, DSMAI, Gene IGHMBP2, Mut.) 

7132 ,ll,HCTaflhHaff cnHHMhHall aMHOTpoctrnii BpO)l(.UeHHall 1-1enporpecc11py1oll.(all. no11c1< MYTaUHH B 
«rop.s1 4HX» y4acT1<ax re1-1a TRPV4, «ropll'I. » y'I. M. (Distal Spinal Muscular Atrophy Congenital 
Non-Progressive, Gene TRPV4, Hot-Point Mut.) ' 

7604KRT2 11xTH03 6ynne3Hh1H. TI011c1c MYTaUHH n reHe KRT2, M. (lchthyosis Bullosa Of Siemens, Gene 
KRT2, Mut.) 

7133 l1XTH03 nynhrapHhlH. no11c1< YaCTblX Myrau11i1 n reHe FLG, •1. M (lchthyosis Vulgaris, Gene 
FLG, Freq. Mut.) 

7829TGMI 11XTH03 naMennllpHblH. no11c1< ncex H3BeCTHbrx MYTaUHH n re1-1e TOM I, M. (Autosomal 
Recessive Congenital Ichthyosis, ARC! I, All Known Mutations, Gene TOMI, Mut.) 



7140 Kocrnw reTeponna.31111 nporpecc11py10ma11. no11cK Myrnu11l1 B reHe GNAS, M. (Progressive 
Osseous Heteroplasia, POH, Gene GNAS, Mut.) 

7141 KpaH110MeTa1\m3apHM .u11cnna.31111. TI011cK MyTau11l1 B «rop11'!11x» Y'IaCTKax reHa ANKH, 
«ropl!'I.» Y'L M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.) 

7142 KpaHHOMeTacjm3apHall .n11cnJ1a3HSI. no11CK MYTal.\HH reHa ANKH, M. (Craniometaphyseal 
Dysplasia, Gene ANKH, Mut.) 

7143 KpaHl10Cl1HOCT03. noHCK MYTal\HH B reHe TWISTI, M. (Craniosynostosis Type 2, Gene 
TWIST!, Mut.) 

7717MSX2 KpaHHOCHHOCT03. IloHCK MyTau11l1 B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, 
Mut.) 

7719FLT4 JlttMl)>e.ueMa. no11cK MYTau11l1 B reHe FL T4, M. (Lymphedema, Gene FL T4, Mut.) 

7834LMNA Jl11no.u11cTpo1\m11 ceMeiiHall 'laCTH'!Hall. I1011cK Myrnu11l1 e «ropll'IHX y'laCTKax» re1rn LMNA, 
«ropl!'I.» y'I . M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.) 

7835LMNA Jl11no.u11cTpo1jm11 ceMel1Ha11 'laCTH'IHal!. I1011cK Myrnu11l1 re~ia LMNA, M. (Familial Partial 
Lipodystrophy 2, Gene LMNA, Mut.) 

7720LMNA MaH.u116y noaKpaJJhHM .u11cnna.31111 c 1rnno.u11cTpo1!mel1. TI011cK MyTau11l1 B 3K3ouax 8, 9 reHa 
LMNA, M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.) 

7605MVK MeeaJJOHOBM au11.uyp1111. TI011cK MYTau11l1 B reHe MVK, M. (Mevalonic Aciduria, Gene MVK, 
Mut.) 

7908DIAI MeTreMorno611HeM1111, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.) 

7836DIAI MeTreMorno611HeM1111, CYB5R3 'l.M. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.) 

7147 M110K1101-111'1ecKa11 .u11cToH1111. TiottcK Myrnu11i1 B reHe SGCE, M. (Myoclonic Dystonia, Gene 
SGCE, Mut.) 

7838DMPKI M110ToH11'!eCKM .u11cTpo1jm11. TiottcK '!aCThIX MYTau11l1 e reHe DMPK, 'I. M. (Myotonic 
Dystrophy I, Gene DMPK, Freq. Mut.) 

7148 M110TOHHll ToMceua-EeKKepa. TI011cK '!aCThIX MyTau11l1 e re1-re CLCN I, 'I. M. (Myotonia 
Congenita, Gene CLCNI, Freq. Mut.) 

779JI MyKoe11cu11.uo3. TI011cK '!aCThIX Myrnu11l1 B reue CFTR, 'I. M. (Cystic Fibrosis, Gene CFTR, 
Freq. Mut.) 

7842FKRP MblllJe'IHall .UHCTpO!\ll1ll BpOlK,lleHHall. no11CK MYTal\HH B re1-1e FKRP, M. (Muscular Dystrophy-
Dystroglycanopathy, Gene FKRP, Mut.) 

7843FKRP Mbill!e'IHall .lll1CTpO!~l1ll BpOlK.UeHHall. no11cK 'IaCThIX MYTau11i1 B reue FKRP, 'I. M. (Muscular 
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.) 

7972)J,11CI Mb!ll!e'!Hall .lll1CTpO!~l1ll )J,IOll!e~rna-EeKKepa. no11CK .ueneu1111 B reHe .lll1CTpo¢11Ha y Mailh'IHKOB 
(Duchenne Muscular Dystrophy, Dystrophin Gene Deletion, Boys) 

7701XI Mb1ll!e'IHM .u11cTpo1\mll )J,1oll!eHHa-EeKKepa. Jlai101-111Jau11S1 X-xpoMOCOMbI y .ueeo'leK 
(Duchenne Muscular Dystrophy, X-Lyonization, Girls) 

7844FKRP Mhill!e'!HlUI .lll1CTpo1\mll TIOllCHOKOHe'IHOCTHall. no11CK MYTau11l1 B reHe FKRP, M. (Muscular 
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.) 

7157 Mbill!e'IHall .lll1CTpo1\ll1ll TIOllCHOKOHe'IHOCTHall . no11cK MYTaUHH B reHe SGCA, M. (Muscular 
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.) 

7159 Mblllle'!Hall .u11cTpo4mJ1 nol!CHOKOHe'IHOCTHall. no11cK MYTau11i1 e reue SGCB, M. (Muscular 
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.) 

7934FKTN Mblll!e'!Hall .UHCTpO!\ll1ll, THn <t>yKyJIMa. noHCK MYTaUHH B reHe FKTN, M. (Muscular Dystrophy 
Fukuyama-Type, Gene FKTN, Mut.) 

7163 Mhill!e'!Hall .lll1CTP04ll1ll 3Mep11-)J,pei11J>yca. no11CK MYTaUHH B reHe FHL I, M. (Emery-Dreifuss 
Muscular Dystrophy, Gene FHLI, Mut.) 

7999LMNA Mhill!e'!Hall .lll1CTpO!~l1ll 3Mep11-)J,pei11~yca. no11CK MYTaUHH B reHe LMNA, M. (Emery-
Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) 

7935 Mbill!e'IHM .u11cTpolj>11J1 3Mep11-,ll,pel1!\>yca. TiottcK MYTau11i1 B reHe 3Mep11Ha np11 X-
cuenneHHOH <)>opMe, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.) 

7936TRIM HaHH3M MULIBRA Y. noHCK MYTaUHH B reHe TRIM37, M. (Muscle-Liver-Brain-Eye, Gene 
TRIM37, Mut.) 

7903SRY HapyllleH1111 .ueTepM11HauI111 nona. no11cK Myrnu11l1 reHa SRY, M. (Disorders Sex 
Determination, Gene SRY, Mut.) 

7846SRYI Hapyll!eHttS1.UeTepM11Hau1111 nona. AHan113 HaJJH'IHJI reua SRY, M. (Disorders Sex 
Determination, Analysis Gene SRY, Mut.) 

7941GJBI Hacne.ucTBeHHall MOTOpHo-ceHcopHall 1-1ei1ponaTHll (6one3Hh WapKo-Map11-Tyrn) rnn I. TI011cK 
MYTau11l1 B reHe GJBI, M. (Charcot-Marie-Tooth Disease Type IB, Gene GJB I, Mut.) 

7940PO Hacne.ucTBeHHall MOTOpHo-ce1-1cop1-1aS1 Heiiponarnll (6one3Hh WapKo-Maptt-TYTa) rnn I. TI011cK 
MYTau11l1 B reHe PO, M. (Charcot-Marie-Tooth Disease Type IB, Gene PO, Mut.) 

7918PMP221 Hacne.ucTBeHHall MOTOpHo-ceHcopHall HeiiponaTHll (6one3Hb WapKo-Maptt-TYTa) rnn I. I1011cK 
Myrnu11l1 e reHe PMP22, M. (Charcot-Marie-Tooth Disease Type IB, Gene PMP22, Mut.) 

7609NDR Hacne.ucTBeHHall MOTOpHo-ceHCOpHall HeiiponaTHll (6one3Hh WapKo-Map11-Tyra) THn I. nottCK 
Myrnu11l1 UhiraHCKoro npo11cxoJK.ueH11S1 B reHax NORG I 11 SH3TC2, 'I. M. (Charcot-Marie-
Tooth Disease Type IB, Genes NDRGI, SH3TC2, Mut.) 



7949GDAP Hacne.ncrneHHal! MOTopHo-ce1-1copHa11 Hei1ponarn11 (6one3Hh WapKo-MapH-Tyra) rnn II. 
no1-1c1< Myrau1-1i1 B reHe GDAP, M. (Charcot-Marie-Tooth Disease Type 2AI, Gene GDAP, 
Mut.) 

7902PMP Hacne.ncrnemia11 Hettponarn11 c no.neep;KeHHOCThlO napanw-1y OT c.naeneHHll. IloHCK MYTat~Htt B 
reHe PMP22, M. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene 
PMP22, Mut.) 

7952PMP Hacne.ncrnettttall HettponaTHll c no.neepiKeHHOCTblO napanw-1y _OT c.naeneHHll. AHailH3 4Hcna 
KOnHtt retta PMP22 (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene 
PMP22, Copy Number Variation) 

7725CINHI Hacne.ncrneHHhltt a11rnoHeepornt1ecKHi1 oTeK. IloHcK MyrauHi1 B re1-1e CINH, M. (Hereditary 
Angioedema Type I, Gene CINH, Mut.) 

7779HFEI Hacne.ncrneHHhIH reMoxpoMaT03, I rnn (re1-1 HFE) (Hemochromatosis Type I (Gene HFE)) 

7847ALX4 He3apa111e1-1He po,nHH4KOB. Ilo11cK MyrauHtt B re1-1e ALX4, M. (Parietal Foramina, PFM, Gene 
ALX4, Mut.) 

7910ELA2 Hei1Tponett1111. Ilo11cK MyrauHtt B reHe ELA2, M. (Neutropenia Severe Congenital I Autosomal 
Dominant, SCNJ, Gene ELA2, Mut.) 

7849NPHPI He<!>poHo<!>TH3. IloHCK MyrauHtt B reHe NPHPI, M. (Nephronophthisis I, NPHPI, Gene NPHPI, 
Mut.) 

7166 He<l>POTH4eCKHH CHH.npoM. IloHCK MYTaUHH B reHe NPHS I, M. (Nephrotic Syndrome Type I, 
NPHSI, Gene NPHSI, Mut.) 

7167 He<l>pOTH4eCKHi1 c11tt.npoM. Ilo11cK MyTau11i1 B rette NPI-IS2, M. (Nephrotic Syndrome Type I, 
NPHSI, Gene NPHS2, Mut.) 

7997SCN HopMOKan11eM114ec1rni1 nep110,nH4ec1rni1 napanw1. IloHCK Myrnu11i1B3K301-1e 13 reHa SCN4A, 
M. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.) 

7957RABPN 0Kyno<l>apHHrean&HaJI MhJIUetma11.n11cTpo<!rn11. IloHCK 4acT&IX MYTaUHH B reHe RAI3PN1, lJ, M. 
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPNI , Freq. Mut.) 

7958TCIRG 0cTeoneTp03 peuecCHBHblH (MpaMOpHal! 6one3Hb KOCTei1). IloHCK 4aCTblX MYTaUHH B re1-1e 
TCIRGl, 4. M. (Osteopetrosis Autosomal Recessive I, OPTBl, Gene TClRGI, Freq. Mut.) 

7168 0cTeoneTp03 peueccHBHhltt (MpaMop1-1a11 6one31-1b KOcTei1). IloHcK Myrau11l1 B re1-1e TCIRG 1, M. 
(Osteopetrosis Autosomal Recessive I, OPTBl, Gene TCIRG 1, Mut.) 

7727HPGD IlepBH4Hall rnnepTpo<Irn4eCKall OCTeoapTponaTHll (naxH,nepMonepHOCT03). IlOHCK MYTaUHH B 
re1-1e HPGD, M. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene 
HPGD, Mut.) 

7728BMPR IlepBH4Hall nero4Hall rnnepTeH3HJI. Ilo11cK MYTaUHH B re1-1e BMPR2, M. (Primary Pulmonary 
Hypertension I, PPHI, Gene BMPR2, Mut.) 

7851MEFV1 IlepHo,n114ecKa11 6one3Hb. Ilo11cK Myrnu11i1 B re1-1e MEFV, M. (Familial Mediterranean Fever, 
FMF, Gene MEFV, Mut.) 

70 12MEI IlepHo,nH4eCKaH 6one3Hb. Ilo11c1< lJaCT&1x Myrnu11i1 B reHe MEFV, 4. M. (Familial 
Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) 

7853RP2 Il11rMeHTHaJ1 .nere1-1epaUHJ1 cenaTKH. IloHCK Myraimi1 B re1-1e RP2, M. (Retinitis Pigmentosa, 
Gene RP2, Mut.) 

7176 Il11K1-10,n113ocT03. Ilo11cK Myrnu11i1 B re1-1e CTSK, M. (Pyknodysostosis, PKND, Gene CTSK, 
Mut.) 

7998FLCN IlHeBMOTopaKc nepBH4Hbltt cnoHTam1b1i1. Ilo11cK Myrau11i1 B rette FLCN, M. (Primary 
Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) 

7636SHH Ilon11.naKrnn11J1. Ilo11cK Myrau11i1 B reHe SHH, M. (Polydactyly, Gene SHH, Mut.) 
7730GLI3 floJJ11,1J,aI<Tl1JJl1ll . no11c1< MYTaI._\11H B reHe GLI3, M. (Polyda_ctyly, Gene GLl3, Mut.) 

7180 Ilporep1111 XaT<111ttco1-1a-f'11m!>op,1J,a. Ilo11cK Myrau11i1 B rette LMNA, M. (Hutchinson-Gi lford 
Progeria Syndrome, Gene LMNA, Mut.) 

7183 Ilcee,noKcaHTOMa 3nacT114eCKaJ1. Ilo11cK 4aCTblX MyTau11i1 B reHe ABCC6, 4. M. 
(Pseudoxanthoma Elasticum, Gene ABCC6, Freq. Mut.) 

7759LPIN Pa6.noMHOnH3 (MHorno6H1-1ypHJ1). IloHcK MyTaUHi1 B reHe LPlN 1, M. (Myoglobinuria Acute 
Recurrent Autosomal Recessive, Gene LPINl, Mut.) 

7185 PeTHHOIUH3HC. Ilo11cK MyrauHi1 B reHe RSI, M. (Retinoschisis I X-Linked Juvenile, RSI , Gene 
RSI , Mut.) 

7799TNFR CeMei1HaJ1 nepHo,n11<1ecKa11 n11xopa,u1rn. Ilo11cK MyrnuHi1 B re1-1e TNFRSFIA, M. (TNF-Receptor-
Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.) 

7916PRF CeMei11-1h1i1 reMo<l>arouHTap1-1&1i1 nHM<l>orncT11ou11To3. Ilo11cK Myrnu11l1 n rette PRFI, M. 
(Familial Hemophagocytic Lymphohistiocytosis, Gene PRFI, Mut.) 

7917STX CeMei1Hhii1 reMo<~arouHrnpHbltt n11M<~orncrnouHT03 . IloHcK MyrauHtt n re1-1e STX 11, M. 
(Familial Hemophagocytic Lymphohistiocytosis, Gene STX! I, Mut.) 

7915STXB CeMettHbltt reMo<!iarouHrnp1-1b1tt nHM<!>orncrnouHT03. IloHcK MyrnuHi1 n reHe STXBP2, M. 
(Fami lial Hemoph'agocytic Lymphohistiocytosis, Gene STXBP2, Mut.) 

7914UNC CeMettHbltt reMo<l>arouHTapHbltt nHM<l>orncTHOUHT03. IloHcK MyrauHi1 n rette UNC 130, M. 
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.) 



7914UNCI CeMellHbill reM01!iarouarnpHbIH m1M1porncn1ou11T03. flmtcK '!aCTbtX Myrau11ll e rette 
UNC13D, 'I. M. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.) 

7004MRI CeMellHbill Me.!lynm1pHbIH paK IUHTOBH.!lHOll )l(ene3bI (3K30HbI I 0, 11, 13, 14, 15 retta RET) 
(Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET)) 

7798RET CeMei1HbIH Me.11ynm1pH1>1i1 paK ll(HTOBH.l\HOH lKene31>1. I1011cK Mytau11i1 e JK30Hax 5, 8 retta 
RET, M. (Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.) 

7797CIASI CeMellHbill xono,!loeoll ayroeocnan11TenbHb1ll CHH.!lpOM NLRP3 M. (Familial Cold 
Autointlamatory Syndrome, FCAS, Gene NLRP3, Mut.) 

7858NGFB CeHcopttall nonm1eilponaTHll, NGF M. (Hereditary Sensory and Autonomic Polyneuropathy, 
Gene NGF, Mut.) 

7733CIASI CHH.!lPOM CINCA, reH NLRP3 M. (Chronic Infantile Neurologic Cutaneous Articular, Gene 
NLRP3, Mut.) 

7186 CHH.!lpOM TAR. fI011cK MYTaUHH B reHe RBM8A, M. (Thrombocytopenia-Absent Radius 
Syndrome, TAR-Syndrome, Gene RBM8A, Mut.) 

7859FGDI CHH.!lPOM AapcKora-CKoTTa (<l>au11oreHHTanbHall .!lHCnna311ll). fI011cK Myrnu11ll e rette FGD1, 
M. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene 
FGDI, Mut.) 

7187 CHH.!lPOM AnbcTpoMa. floHCK Myrnu11ll B «ropll'IHX» Y'IaCTKax reHa ALMS I, «ropl!'I .» y'I. M. 
(Alstrom syndrome, Gene ALMS!, Hot-Point Mut.) 

7861KCNJ2 CHH.!lpOM AH.!lepceHa. floHCK MYTaUHH B reHe KCNJ2, M. (Andersen-Tawil Syndrome, Gene 
KCNJ2, Mut.) 

7913FGFR CHH.!lPOM AHrn11-011Kcnepa. fI011cK Myrau11n B 3K30He 9 reHa FGFR2, M. (Antley-Bixler 
Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) 

7862FGFR2 CHH.!lpOM Anepa (aKpoue1!ianoc11H.!laKT11n11ll). fI011cK '!aCTbIX Myrau11!1 e rette FGFR2, 'I. M. 

(Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) 

7863PRPS1 CHH.!lpoM Aprn. fI011cK Myrau11!1 e rette PRPS1, M. (Art's Syndrome, Gene PRPS1, Mut.) 

7796PTEN CHH.!lpOM oaHal!H-Pailn11-Pyeanb6aKa. f!OHCK MYTaUHH B reHe PTEN, M. (Bannayan-
Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) 

7703FLCN CHH.!lpOM Eeprn-Xora-,nb106a (EX,n). fI011cK MYT!:lUHH e rette FLCN, M. (Birt-Hogg-Dube 
Syndrome, BHD, Gene FLCN, Mut.) 

7189 CHH.!lpOM Eoy3tta-Kottpll.!lH (EKC, uepe6porenaTOpettanbHbii1 CHH.!lpOM). fI011cK Myrnu11ll e 
rette EMG I, M. (Bowen Conradi Syndrome, BCS, Gene EMG 1, Mut.) 

7734BCS CHH,!lpOM obepHCTa,!la ( CHH,!lpOM Kyp'!aBbIX BOilOC ). fIOHCK Myrau11!1 B reHe BCS 1 L, M. 
(Bjornstad Syndrome, Gene BCS1L, Mut.) 

7866PAX3 CHH.!lpOM Baap.!leH6ypra. fI011cK Myrau11!1 e reHe PAX3, M. (Waardenburg Syndrome, WS, 
Gene PAX3, Mut.) 

7867EDNRB CHH.!lpOM Baap.!leH6ypra-Waxa. fI011cK Myrau11ll B reHe EDNRB, M. (Waardenburg-Shah 
Syndrome, Gene EDNRB, Mut.) 

7190 CHH.!lpOM BaH ,!lep By.!la. TI011cK MyTau11i1 e reHe IRF6, M. (Van der Woude Syndrome, Gene 
IRF6, Mut.) 

7868WAS CHH.!lpoM B11cKoTTa-On.!lpH'la (CBO). fI011cK Myrnu11il e reHe WAS, M. (Wiskott-Aldrich 
Syndrome, WAS, Gene WAS, Mut.) 

7785PHOX2B C11tt,!lpoM epO)l(.!leHHOH ueHTpanbHoll rnnoeeHTHilllUHH (CBIJ,r). floHCK '!aCTbIX Myrnu11il e 
rette PHOX28, 'I. M. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, 
Freq. Mut.) 

7192 CHli.!lpOM repMaHCKH-fIY.!lilaKa (Ai!b6HHH3M rila30-K0)1(HbIH c reMopparn'leCKHM ,!lHaTe30M H 
n11rMettrnu11ei1 peTHKyno-3H.!lOTen11anbHbIX KneToK). fI011cK '!aCTbIX MyTau11il B reHe HPS 1, 'I. 
M. (Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS I, Freq. Mut.) 

7869GLI3 CHH.!lPOM fpeilra (ceMeilHbIH rnnepTenopH3M). fIOHCK Myrau11il B reHe GLI3, M. (Greig 
· Syndrome, Gene GLI3, Mut.) 

7737RAB27 Cm-t)J,pOM rp11cuemm. 11oHCK MYTaUHi1 B rette RAB2'.7 A, M. (Griscelli Syndrome, Gene 
RA827A, Mut.) 

7738FGFR CHH.!lPOM ,n)l(eKcoHa-Bel1cca. fI011cK Myrnu11ll e 3K30He 9 reHa FGFR2 11 3K30He 7A reHa 
FGFR1, M. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFRl, 
Mut.) 

7003UGI CHH.!lpOM )!{11nb6epa (rett UGTlAl) (Gilbert's Syndrome (Gene UGTlAl)) 

7194 CHH.!lpOM )!{y6epa (C)!{). Attan113 'IHCna Kon11i1 retta NPHPl (Joubert Syndrome, 
Cerebelloparenchymal Disorder JV, CPD JV, Classic Joubert Syndrome, Joubert Syndrome type 
A, Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHPl, Mut.) 

7195 CHH.!lPOM KapneHTepa (aKpoue4>anononHCHH.!laKTHi!Hll BToporo THna). floHCK Myrau11ll B rette 
RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.) 

7768GJB2 C11tt,!lpOM KepaT11rn-11xrno3a-TyroyxocT11 (KH,n-c11H,!lpoM). TI011cK MYTaUHH B reHe GJB2, M. 
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.) 

7198 C11H.!lPOM Kn11nnemi-<Dei1nll (CHH.llPOM KOpOTKOll Uie11). fI011cK MYTaUHH e reHe GDF6, M. 
(Klippel-Feil Syndrome, Gene GDF6, Mut.) 

7739ERCC6 CHH.!lpOM KoKKellHa. fI011cK Myrnu11i1 B rette ERCC6, M. (Cockayne Syndrome, Gene ERCC6, 
Mut.) 



7199 CHH.llpOM KocTe11110. noHCK MyraUHH B reHe HRAS, M. (Costello Syndrome, Gene HRAS, 
Mut.) 

7202 CHH.llPOM Koc)HjrnHa-JloypH (CKJl). noHcK MyrauHi1 e rette RPS6KA3, M. (Coffin-Lowry 
Syndrome, Gene RPS6KA3, Mut.) 

7740PAX3 CmmpoM KpaHHO<~auHanbHOH .llHCMOp<IJHH-Tyroyxocrn-y11hHapHOH .ueeHaUHH KHCTeit noHCK 
MyrauHi1 B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.) 

7010UGI CHH.llPOM KpHrnepa-Hai1llpa (CKH, ceMei1Hal! lKeJ1Tyxa). noHcK MyrauHi1 ll reHe UGTI, M. 
(Crigler-Najjer Syndrome, Gene UGTI, Mut.) 

7760FGFR3 CHH.llpOM KpyJoHa c 'lepHbIM aKaHTOJOM. noHcK MyrauHi1 B 3K3or-re I 0 rerm FGFR3, M. 
(Crouzon Syndrome with Acanthosis Nigrican,. CAN, Exon I 0 Gene FGFR3, Mut.) 

7964FGFR2 CHH.llpOM KpyJoHa. noHCK ~yrauHi1 ll 3K3oHax 7 H 9 rerm FGFR2, M. (Crouzon Syndrome, 
Exons 7, 9 Gene FGFR2, Mut.) 

7794CIASI CHH.llPOM MaK11a-Y31111ca NLRP3 M. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.) 

7204 CHH.npoM MaKneo.na. f1oHCK MYTaUHH e reHe XK, M. (McLeod Syndrome, Gene XK, Mut.) 

7006A2I CHH.npoM MHOlKecTBerrnoi1 3r-r.uoKp!-1HHOi1 HeonnaJH!-1 2A THna (3K30HbI Io_, 11 reHa RET) 
(Multiple Endocrine Neoplasia Type 2A (Exons I 0, 11 Gene RET)) 

7005821 C1rn.upoM MHOlKecTBem1oi1 3H.UOKpHmroi1 1-1eon11aJHH 2B rnna (reH RET) (Multiple Endocrine 
Neoplasia Type 2B (Gene RET)) 

7743ZEB2 C1111.upoM MoyaT-BHilbCOI-1. f1oHCK Myrau11i1 e reHe ZEB2, M. (Mowat-Wilson Syndrome, Gene 
ZEB2, Mut.) 

7872NBSll C11H.upoM H11i1MereH, NBN 1r.M. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.) 

7213 CHH.UpOM 1-lOITeH-HU.UKOile!-IHHKa (ocTeOHHXO.lll1Cilila311ll). no11CK MYTaUHH B reHe LMXIB, M. 
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMXIB, Mut.) 

7215 C1111.upoM Oc11epa-PaH.n10-Be6epa (Hacne.ncTBeHHall reMopparn'!ecKall TeneaHrn3KTaJHll). 
f1011cK Myrau11i1 ll rel-le ENG, M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.) 

7874TBX3 CHH.UPOM f1an1111cTepa. no11cK MyraUHH B reHe TBX3, M. (Pallister w Syndrome, Gene TBX3, 
Mut.) 

7744GLI3 C11H.npoM f1an1111CTepa-Xo1111 a. no11CK MYTaUHH ll reHe GLI3, M. (Pallister-Hall Syndrome, 
Gene GLI3, Mut.) 

7217 C11H.npoM no.uKonemrnro mepHrnyMa. f1oHCK MYTaUHH e rer-re IRF6, M. (Popliteal Pterygium 
Syndrome, PPS, Gene IRF6, Mut.) 

7745FGFR CHH.llPOM CT<l>ai1<1l<~epa. f1011c1< Myrau11i1e3K30Hax 7, 9 re1m FGFR2 H 3K30He 7A reHa FGFRI, 
M. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFRI, Mut.) 

7218MEI C11H.upoM PeTTa. f1011cK Myrau11i1 e reHe MECP2, M. (Retts Syndrome, Gene MECP2, Mut.) 

7219 C11H.upoM CeTpe-YoTJeHa. f1oHCK MyraUHH e rer-1e TWIST!, M. (Saethre-Chotzen Syndrome, 
Gene TWIST!, Mut.) 

7220 CHH.UpOM C1111beepa. no11cK MyTaUHH B reHe BSCL2, M. (Silver Syndrome, Gene BSCL2, Mut.) 

7221 C11H.npoM C11MncoHa-ro11a611-EeMe11b. f1011cK MYTaUHi1 n reHe GPC3, M. (Simpson-Golabi-
Behme! Syndrome, Type I, SGBS I, Gene GPC3, Mut.) 

7877DHCR7 C11H.npoM CM11rn-J1eM1111-0nHua (CJIOC). Ilo11cK MYTaUHi1 n reHe DHCR7, M. (Smith-Lemli-
Ooitz Syndrome, Gene DHCR7, Mut.) 

7879AR C11H.npoM TeCTHKY11llpHoi1 <)>eMHHHJau1111 (CTC!>, CHH.UPOM Mopp11ca). f1oHcK Myrnu11i1 e reHe 
AR, M. (Testicular Feminization Syndrome, Gene AR, Mut.) 

7747TCOFI C1111.npoM Tp11Yepa-Ko1111m-13a-C!>paH'!ecKeTTH (Ma1-1.u116y110-<l>au11a11bHb1i1 .n113ocToJ). f1oHCK 
Myrnu11i1 e reHe TCOFI, M. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, 
Mandibulofacial Dysostosis without Limb Anomalies, Gene TCOFJ, Mut.) 

7748FKRP C11H.upoM YoKepa-Bap6ypr (CYB). f1011cK Myrau11i1 n reHe FKRP, M. (Walker-Warburg 
Syndrome, WWS, Gene FKRP, Mut.) 

7984VHL C11H.npoM X11nne11l!-J1HH.Uay (uepe6po-pernHO-nHcuepanbHbIH aHrnoMaT03). I1011cK MyrauHi1 n 
reHe VHL, M. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer 
Syndrome, Gene VHL, Mut.) 

7973VHL CHH.UpOM X11nne11l!-J1111~.uay (uepe6po-pernHO-BHCUepanb1-1bri1 arffHOMaTo3). Onpe.neneHHe 
'!Hcna KOllHH reHa VHL, M. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau 
Hereditary Cancer Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.) 

7223 C11H.upoM WeaxMaHa-)J,ai1MoH.na. f1oHCK MyrauHi1 e re1-re SBDS, M. (Shwachman-Diamond 
Syndrome, Gene SBDS, Mut.) 

7224 C11H.npoM WeaxMaHa-)J,ai1MoH.ua. f1011cK '!aCTbIX Myrnu11i1 n reHe SBDS I, 'I. M. (Shwachman-
Diamond Syndrome, Gene SBDS I, Freq. Mut.) 

791 IPLODI C11H.npoM 311epca-)J,aH110, rnn VI. f1oHcK '!aCTbIX MYTaUHH e reHe PLOD, 'I. M. (Ehlers-Danlos 
Syndrome, Type VI, Gene PLOD, Freq. Mut.) 

7750CHRNG C11H.npoM 3cKo6apa. f1011cK Myrnu11i1 e reHe CHRNG, M. (Escobar Syndrome, Gene CHRNG, 
Mut.) 

7994IGHMB Cn11HanbHall aMHOTpO<~Hll c napanH'!OM .u11a<l>parMbl. f1011cK Myrnu11i1 e reHe JGHMBP2, M. 
(Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.) 

7996AMI1 Cn11HanbHall aM110Tpo<)>11ll TH!lbl I, II, III, IV. Onpe.neneHHe '!Hcna KOllHH reHa (Spinal 
Muscular Atrophy, SMA, Type I, II , III, IV, Copy Number Variation) 



7228 Cm!HaJJbHall aMHOTpotjnill rnnhI I, II , III, IV. TiottcK MyTau11i1 B reHe SMNJ, M. (TonbKO nptt 
HaJJH'-IHH O.!lHOH Kon1111 re~ia) (Spinal Muscular Atrophy, SMA, Type I, II, III, IV, Gene SMN I, 
Mut. (Only Presence One Gene Copy) ) 

7976ARI Cnm-1aJ1bHo-6ynb6apHal! aMHOTpotpHll KeHHe.!lH. TiottcK YaCTbIX MYTau11i1 B reHe AR, '-!. M. 
(Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.) 

7788ATXN7 Cmrnouepe6emrnpHaJ1 ara1<CHJ1. IT011c1< yacTblx Myrau11i1 B reHe ATXN7, '!. M. (Spinocerebellar 
Ataxia, Gene ATXN7 Freq. Mut.) 

7787ATXN8 Cn11Bouepe6ennllpHall arnKCHll. TiottcK '-!aCTbIX Myrnu11i1 B reHe ATXN8, '-1. M. (Spinocerebellar 
Ataxia, Gene ATXN8, Freq. Mut.) 

7978PRNP CnoHrnO<l>opMHall :mue<paJJonaTHll c Hel1ponc11XH'-leCKHMH npollsneHHllMH. TiottcK MYTau11l1 B 
reHe PRNP, M. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, 
Mut.) 

7230 CnOH)lttnoKOCTaJJbHbitt JlH30CT03. TiottcK MYTau11i1 B reue DLL3, M. (Spondylocostal 
Dysostosis, Gene DLL3, Mut.) 

7979TRAP Cno1-1)l11n0Jnm!ni3ap1-1all .!lHCrn1a3Hll (C3,ll). TiottcK MYTaUHtt B reue TRAPPC2, M. 
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.) 

7980PRPSI CynepaKTHBHOCTb tpoc<j>0p1160311nn11po<I>oc<l>aT CHHTeTa3bI. TI011cK Myrnu11i1 B reHe PRPS I, M. 
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS I, 
Mut.) 

7638TRPS Tp11xopm1o<l>ana1-1reaJ1bHbii1 CHH.!lPOM. TiottcK MYTaUHH B reHe TRPS I, M. 
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPSI, Mut.) 

7238 TpoM6ou11ToneHHll BpOlK)le1-11-1aJ1. TiottcK MYTaUHtt B reHe MPL, M. (Congenital 
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.) 

7885PRNP C!>arnnb1rnll ceMei11rn~ HHCOMHHll. TiottcK MYTaUHi1 B reue PRNP, M. (Fatal Familial Insomnia, 
FF!, Gene PRNP, Mut.) 

7888PAH Ci>eH11nKeT01-1yp11ll. TioHCK Myrnu11i1 B re1-1e PAH, M. (Phenylketonuria, ?KU, Gene PAH, Mut.) 

7781I C!>e1-111nKeT01-1yp11l!. TiottCK YaCTbIX MYTaUHH B reHe PAH, '-1. M. (Phenylketonuria, PKU, Gene 
PAH, Freq. Mut.) 

7240 C!>tt6po.!lHCnna3Hll occm!rnu11py1omall nporpeccttpyIDIUall. TiottcK MYTaUHi1 B «ropll'-IHX» 
yyacTKax re~ia ACVRI, «ropl! '-1. » y'-1. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene 
ACVRI, Hot-Point Mut.) 

7241 C!>116po;mcnna3Hll occmirnu11py1omaJ1 nporpecc11py1omall. TiottcK MYTaUHi1 6e3 «ropll'-IHX» 
y<IaCTKOB re1-1a ACVR I, 6e3 «ropll'-1.» yY. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene 
ACVRI, without Hot-Point Mut.) 

7786RMRP Xo1-1.!lpO.!lHCnna3Hll MeTat!ni3ap1-1aJ1, rnn MaK-KbIOCHKa. TiottcK MYTaUHH B reue RMRP, M. 
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.) 

7244 XOH.!lPO.!lHCnna3Hll TO'-le'-!Hal! Ko1-1pa)ltt-X101-1epMa1-1a. TiottcK MYTaUHH B re1-1e EBP, M. 
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.) 

7245 XoH.!lpOKaJJbUHH03. TioHCK MYTaUHi1 B re1-1e ANKH, M. (Chondrocalcinosis, Calcium 
Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.) 

7815HDI Xopell re1-1THHIT01-1a. TiottcK YaCTbIX Myrnu11i1 B re1-1e !Tl 5, '-!. M. (Chorea Huntington, Gene 
IT15, Freq. Mut.) 

7889CHM Xopott.!lepeMHll. TiottcK MYTau11i1 B reue CHM, M. (Choroideremia, CHM, Gene CHM, Mut.) 

7890CYBB XpoHH'-lecKal! rpa1-1yneMaT03Hall 6one3Hb. TiottcK MYTau11i1 B reHe CYBB, M. (Chronic 
Granulomatous Disease, CGD, Gene CYBB, Mut.) 

' 
789IBTK X-cuenneuHall araMMarno6ynttueMHll. TiottcK MYTau11i1 B re1-1e BTK, M. (X-Linked 

Agammaglobulinemia, XLA, Gene BTK, Mut.) 
7981BIRC4 X-cuenneHHbIH n11M<l>onpo11m!>eparnsHbii1 CHI-I.!lPOM (6one3Hb ,llyHKa1-1a, CHH.!lpOM Tiyprnnbo ), 

XIAP M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.) 

7982SH2 X-cuenneHHbIH nHM<!1onponm!1eparnBHbIH CHH,!lpOM (6one3Hb ,lly1-1Ka1-1a, CHH,!lpOM TiypTHnbo). 
no11cK Myrnu11i1 B reHe SH2DIA, M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene 
SH2DIA, Mut.) 

7894FRMD7 X-cuenne1-11-1b1i1 MOTOpHbIH HHCTarM. TiottcK MYTaUHH B reHe FRMD7, M. (X-Linked Nystagmus 
congenital I, NYSI X-Linked, Gene FRMD7, Mut.) 

7983IL2RG X-cuenneHHbitt rnlKenbIH KOM6HHHposaHHbitt HMMYHO.!le<l>HUHT. TiottCK MYTaUHH B re1-1e 
IL2RG, M. (X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.) 

7757ERCC6 ~epe6pooKyno<l>au11ocKeneTHbii1 CHH.!lpOM. TiottcK MYTaUHi1 B reHe ERCC6, M. 
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.) 

7896EXTI 3K30CT03bI MHOlKecrnem-1b1e. TiottcK MYTaUHH B re1-1e EXT!, M. (Multiple Exostoses, Gene 
EXT!, Mut.) 

7895EXT2 3K30CT03bI MHOlKecTBeHHbie. TiottcK My-rau11i1 B re1-1e EXT2, M. (Multiple Exostoses, Gene 
EXT2, Mut.) 

7758NDP 31,ccy)laTHBHall BHTpeoxopeopeTHHaJJbHall JlHCTpot!rnll. TiottcK MyTau11l1 B re1-1e NOP, M. 
(Familial Exudative Vitreoretinopathy, FEVR, Gene NOP, Mut.) 

7897EDA 3KTo.nepMaJJbHall aHrtt.!lpOTH'-!ecKal! .n11cnna3Hll. TI011cK MYTau11i1 a reHe EDA, M. (Anhidrotic 
Ectodermal Dysplasia, Gene EDA, Mut.) 



78830186 3KTo.nepManbHall rn.nporn4ec1rnl! ,nHcn11a:nrn. noHcK MyrauHl1 B reHe 0186, M. (Hidrotic 
Ectodermal Dysplasia, Gene GJB6, Mut.) 

7248 3nHcJm3apHal! .IIHCnila3Hll, MHO)f(eCTBe~!Hal!. noHCK 4aCTblX MyrauHH B reHe COMP, 4. M. 
(Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.) 

7249 3nmJ>H3apHall .nHcnna3Hll, MHO)f(ecrneHHal! . CToHcK MyrnuHl1 B reHe SLC26A2, M. (Multiple 
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.) 

7985ALOX 3pHTpo.nepMHll npo)f(.neHHal! HXTH03Hal! (He6ynne3HaH). CToHcK MyrnuHl1 B reHe ALOXE3, M. 
(Nonbullous Congenital lchthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.) 

7987LOX l2 3pHTpo.nepMHl! BpolK.ne1rnal! HXTH031rnl! (He6y1111e3HaH). CToHCK MYTaUHH B reHe LOX128, M. 
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.) 

7986TGMI 3pHTpo.nepMH.sI BpO)f(.QeHHal! HXTH03Ha.sI (He6ynne3Hal!). noHCK MYTaUHH B reHe TOMI, M. 
(Nonbullous Congenital Ichthyosiform Erythro.derma, NBCIE, Gene TOM I, Mut.) 

79010183 3pHTpoKeparn.nepMHl!. CToHcK MyrnuHl1 B reHe 0183, M. (Erythrokeratodermia, Gene 0183, 
Mut.) 

78990184 3pHTpOKeparn.nepMHl!. noHCK MYTaUHH B reHe 0184, M. (Erythrokeratodermia, Gene 0184, 
Mut.) 

7250 3p11Tpou11T03 peueccHBHblH (ceMel1Hal! HaCJ1e.ncrneHHal! no11HUHTe~rnH). no11cK Myrnu11l1 B 
reHe VHL, M. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.) 

7900VHLI 3pHTpOUHT03 peueccHBHblH (ceMel1Hal! Hac11e.ncTae1rnaH no11HUHTeM11ll). TI011cK 4aCTblX 
Myrau11l1 B reae VHL, 4. M. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.) 
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